Table 5. Functional clusters for sleep genes

G0:0032502~ development,
developmental process

G0:0005856~
cytoskeleton

G0:0044249~ cellular
biosynthetic process

G0:0003700~
transcription factor

activity

1426230_AT  sphk2 1442361_AT park2  1438211_S_AT dbp 1438211_S_AT dbp
1439193 AT prrxll 1434588 X_AT tbca 1426230 AT  sphk2 1439193 AT prrxil
1429905_AT lhx9 1419833_S_AT arap3 1448470_AT  fbpl 1429905_AT  |hx9
1448975 S _AT renl 1450496 _A_AT skal 1439193 AT  prrxil 1420389 AT  pax3
1420389_AT pax3 1415779_S_AT actgl 1446617_AT st8siad 1418174 _AT dbp
1427018 AT tsnaxipl 1449178 AT pdlim3 1420389 AT  pax3 1424233 AT meox2
1415779_S_AT actgl 1418174 AT dbp 1444596 AT  pax7
1449178 AT pdlim3 1432170_AT tsfm
1424233 AT meox2 1428604_AT 2610305d13rik
1419626_AT adam?25 1460490_AT mrpl15
1444596_AT pax7 1457640_X_AT pigs

1444596 AT pax7

G0:0043229" intracellular

G0:0043234~ protein

G0:0050794~ regulation of

organelle complex cellular process
1442361_AT park2 1442361 _AT park2  1442361_AT park2
1425008_A_AT ifi203 1434588 _X_AT thca 1450810_AT fshr
1438211 _S_AT dbp 1450496_A_AT skal 1427327_AT pilra
1417700_AT rab38 1420389 AT pax3 1438211 _S_AT dbp
1450496_A_AT skal 1440054_AT pik3ca 1417700_AT rab38
1419833_S AT arap3 1415779_S AT actgl 1450494 _X_AT ceacaml
1446617_AT st8siad 1444596_AT pax7 1423854_A_AT raslllb
1418174_AT dbp 1450496_A_AT skal
1432170_AT tsfm 1419833_S_AT arap3
1449178_AT pdlim3 1448975_S_AT renl
1457640 _X_AT pigs 1418174 AT dbp
1415779_S_AT actgl 1424233 AT meox2
1460490_AT mrpl15 1444596_AT pax7
1424233 AT meox2 1426230 _AT sphk2
1444596_AT pax7 1439193_AT prrx|1
1434588 X_AT tbca 1429905_AT Ihx9
1439193_AT prrxi1 1420389 _AT pax3
1429905_AT Ihx9 1440054_AT pik3ca
1420389_AT pax3 1428604_AT 2610305d13rik
1428604_AT 2610305d13rik
1446274 _AT slc16al
1416332 _AT cirbp




