Additional file 4: Phylogenetic analysis of GRAS protemns of tomato, potato, and pepper. The
phylogenetic tree was generated by Neighbor-Joimng method denved from ClustalX alignment of

48, 530, and 30 GEAS amino acid sequences from tomato, potato, and pepper. respectively.

&
% § iz
B EEE = § v
% % s-% F £ g
X EEE Ez 7
N 53ty sise £ 4
" T XN T
A*-‘-ﬂ]}@ %%?ﬁ ’%%-’a :;g'ff:; f.gf_sf & &
AN VT TEESETIS, 58 &
K %, %gff{p Shat [ESSESE S gﬁ "
M, 8 T T FESF LT
foy, Dol SIFSs S
g, et s ST
iy B o i
T Dy et e TSI
gt f'%ﬁi&‘-‘" Fig.51jpg fg;&tﬁﬂij}v e
'af‘ * a.%-'H -\‘- .l-_':‘h 4} .
%Jq'lr P, 1‘_‘&1&63&)‘*" @@"“
T, g 02 o e
"ty s RSt
D"”“fﬁ? N ?ﬁ o %T” 52
Sigy, 2 ?'mwﬁj D L
Pty S5 T o4
sy nmmwmw-luﬁ S AT
I\:Sm'u},znnm L] 515;3 51% S;DMT Lis%
PLSCTOKITN il pr{rfé.uu;mwﬂ
' 'ﬁﬁﬁ POSOIOOIDMT 40004443
TL"C"!'Ull:'f.:ﬁ E."':m";-[lhlrmM
poscret DML o Snass
:.DMT‘”'-'"‘_TH:;L ;EC”'{_?:D:
PSP SR T g g0
Pt"-’"d:‘ b ﬁm‘czn,
'\fc l':iﬁg':ﬁl,, ;I‘Jg}"t} JD'"J".*
C l?n.'t"'-"EE“::._:.‘.':«‘5L .';“-q;‘;dqi 'E'hﬁ-’?.lpr
¥ Hgﬁ';\ B Ay Ry yg,
o ._cbnh' L,y o ﬁsfj
P T i,
o S St
?’C’:}' i‘p fﬁfﬁ o )'%ﬂq;)’ 2 ’}i'qb
Sy @‘1?‘7‘& B J:«?;f‘%‘ﬁ.. ~"e,9 i
< S N D,
F oy - ST
R IR s,
T .45-.‘?"\ 5 & w F,-g_,:.l_l_g% b, e,
R T P A e AN Y %
& YRS EA A REC BED0E -k . .
§  SETSSss3TEEIE00RnRRRY Ty
& § §FsEEas5uRE %Y y
= FF FE P8 TRuR E% ]
§§ £z 3 B R % %
g -4 g ‘g % %
7§ E 8 1
&F & Z %



