
Supporting Materials and Methods 

Yeast strain and plasmid construction 

The Zip3-GFP tag and all knockouts except zip1∆::LYS2 were made by PCR-

mediated gene disruption [1]. zip1∆::LYS2 was introduced by transformation with 

plasmid pMB116 [2]. Strains with arrays of tet operators on chromosome IV were 

made by integration of plasmid pCA022 (previously called BAM145, a gift from 

Amy MacQueen) at position 1,242,816. Strains with arrays of tet operators on 

chromosome XIV were made by integration of plasmid pCA029 at position 

743894. pCA029 was constructed by replacing a ClaI-SphI fragment in pCA023 

(previously called BAM151, a gift from Amy MacQueen) with a PCR product 

spanning chromosome XIV positions 743592-744297. tetR-mCherry fusions are 

derived from strain AM2487 (a gift from Amy MacQueen) and were introduced 

into yCA strains by crossing.  

 

Antibody staining of meiotic chromosome spreads 

For Figure 4 and 5C, spreads were stained with rabbit anti-Zip1 antibody (1:100 

dilution) and chicken anti-GFP (Abcam, 1:1000 dilution). Secondary antibodies 

were goat anti-chicken AlexaFluor 488 (Molecular Probes, 1:200 dilution) and 

donkey anti-rabbit Cy5 (Jackson, 1:200 dilution). mCherry was visualized without 

antibody detection. DNA was stained with 1.5 µg/ml DAPI. For Figure 5E, 

spreads were stained with mouse anti-Red1 antibody (1:50 dilution) and donkey 

anti-mouse Texas Red (Jackson, 1:200 dilution). 

 



Recalculation of T2 products at HIS4LEU2 genotyped by Zhang et al.  

As defined by Zhang et al. [3] T2 includes COs with a discontinuous GC, our 

“minority event” categories on two, three, and four chromatids, and 4:0 tracts. 

Zhang et al. excluded one particular class of two-chromatid events (those with 

overlapping NCOs on two chromatids) from their T2 category for reasons that are 

unclear. For comparison with our results, we recalculated the number of T2 

events at HIS4LEU2 in wt and tel1∆ using their raw data, including overlapping 

NCOs as T2 events. Recalculated numbers are 20% (wild type) and 36% (tel1∆) 

of detectable recombination products as stated in the main text. 
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