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Supplemental Figure S13. VDAC1 expression in human tissues and cancers. ( A) Heatmaps run from blue (low
values, more dependency/ essentiality) to white to red (high values, less dependency/essentiality). ATARIS gene-level
data are median centered and therefore relative within the particular gene that is being viewed. (B) The Cancer
Genome Atlas (TCGA) data sets of 89 cancer studies analyzed for mutation, deletion, gain and amplification in the
Vdacl gene with cBioPortal .



