
Plots of Precision/Recall comparing our method
to t-test
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Figure 1: Comparison of Precision/Recall for the complete set of genes se-
lected by our tool and t-test as potential markers for the examined tissues using
data set #1.
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Figure 2: Comparison of Precision/Recall for the complete set of genes se-
lected by our tool and t-test as potential markers for the examined tissues using
data set #2.
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