
Table S4 - Literature study indicates that most genes in the RMs U_GO0007067 from OV and 
GBM are related to cancers 
 

Gene Reference  Gene Reference 

ASPM 

ASPM 

AURKA 

BIRC5 

BUB1B 

CCNA2 

CCNB2 

CEP55 

KIF23 

KIF2C 

NDC80 
 

[1,2] OIP5 [3,4] 

AURKA [5-7] PBK [8] 

BIRC5 [9,10] PTTG1 [11,12] 

BUB1B [13,14] TIMELESS [15,16] 

CCNA2 [17,18] TPX2 [7,19] 

CCNB2 [20,21] UBE2C [22-24] 

CEP55 [25] WEE1 [26,27] 

KIF23 [28]   

KIF2C [29,30]   

NDC80 [31,32]   
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