Figure S2 - A) Example of genes that are co-amplified with RNF139 and MYC in TCGA OV
tumors. B) Expressions of RNF139 in TCGA OV tumors with or without RNF139
amplification. C) Expressions of MYC in TCGA OV tumors with or without MYC
amplification.
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Copy number alterations are putative.
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