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Figure S6 Distribution of nucleosome position changes in N-terminal swaps. Cumulative distribution data for
internucleosome distances for Chd1 swaps affecting the indicated domains. Note the significant effect of swaps
affecting the unstructured N-terminal 180 amino acids (A), and the lack of effect of swaps altering the
chromodomains (B).

8l A. L. Hughes and O. J. Rando



