(a)
hsa-miR-200b 3’-aguaguaaugguccGUCAUAAuU-5"

hsa-miR-200c 3'-agguaguaaugggccGUCAUAAu-5’
hsa-miR-429 3’ -ugccaaaauggucuGUCAUAAU-5"

hsa-miR-141 3’-gguagaaauggucuGUCAcAAu-5'
hsa-miR-200a 3’-uguagcaauggucuGUCAcAAu-5'

(b) 200b/200a/429

+9371 GtGCAAGTYTCGACATGTCTGtGtgTGTCT
RRRCWWGYYYRRRCWWGYYYRRRCWWGYYY
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Fig. S1. The miR-200 family members



