Supplementary Table

downregulated genes.

GO.ID

Term

4.

Cellular

component

analysis

of differentially

Ontology |Count [Pop.Hits |List.Tolal Pop.Total | Fold.Enrichment

Pvalue

FDR

Enrichment.Score

GENES

GO:0005794

Golgi
apparatus

Cellular
component

171

23539

2.21577417722711

0.00247955583420123

0.58448928088464

2.60562610789617

CHST2//CHST1
//ATP7B//GOLPH3
//EAM109B
//SYNRG//ACPP
/[PCSKS//ISTMN2
//TERE2/NAGPA
//BAGALT2
//GOLGATB
MID2//SERINCS
//CLDN17

GO:0044464

cell part

Cellular

113 13142
component

171

23539

1.18361069060314

0.00393069886214797

0.58448928088464

2.40553022698048

//PROM1//ADAM23

//TRER2//ACPP
//CD200RT//LIMAL
//GOLPH3
//SLC16A9
//GPRCSC//CD248
//TNERSF23
//PCDHB19/MAGI3
//CHRNB4//ANK2
//[BAIAP2LY

//CLDN17
//ACVRI1C//JPH4
//ISLR2//FAM84B
/IGIA6)
//CHST1//DYRK2
//MIBY/TUBG2
//ALOXS//LATS1
//MBD4//NK. 1
//ZBTB17//ZFP2
//ZEP62//LATS2
//[SEC141.2
//ISMARCC2
//ITGB1BP3
//ICASZ1//[RASL12
//ZEP618//CAPNY
//TERF2
//HIST3H2A
//ZPBP2//WHRN
//LSM6//PRDX6

//EFHD 1//NTSDC3

//CHDH//ABAT

//PDP1//OMT2A

//ICDA//UBASH3A

//EOXO6/EMID2
N

/SLCISAL
//RUNXITI//CIRBP
//HHEX/HMGAL
//HOXB6//PIAS2
/PITX/REX2
//SIX1//HEYL
/TCEALB//STK35
//TEX19.2//PRSS23
//ESRP2//TTCS
//MKLL//IP6K3
/TCEALS//GALK
/KIEY//MARCKS
//STMN2//RNF220
//LRRCI8

//SERPINB7//SCGN
//[SYNRG
//EAM109B
//DUOXA1//PCSKS

//[BAGALT2
//GOLGATB
//SLCOAS//ENKUR
//KLRC1//TPH2

G0:0005623 |cell

Cellular
component

3 13163

171

23539

1.18172238060521

0.00421155976337743

10

0.58448928088464

2.37555703215139

ADORA3//ADRA2C
//ATP7B//BESP
/[CACNBI
/[CTNNA2//GALR2
//GRIN2B//HEPH
//PROMI//ADAM23
//TRER2//ACPP
//CD200RT//LIMAL
//GOLPH3
//SLC16A9
//GPRC5C//CD248
//TNERSE23
//PCDHB19/MAGI3
//ICHRNB4//ANK2
//[BAIAP2LS
//MRGPRE//LIPH
//CLDN17
//ACVRIC//JPH4
//ISLR2/FAMBAB
//GIAG
//CHST [//[DYRK2
//MIB2/TUBG2
//ALOXS//LATS|
//MBD4//NKX3-1
//ZBTB17//ZEP2
//ZEP62//LATS2
//SECT4L2
//SMARCC2
T

/ITGB1BP3




//CASZ1//RASL12

/[HIST3H2A
//ZPBP2//WHRN

//LSM6/PRDX6
//TCF25//CSTAD
//EFHD1//NTSDC3
//CHDH//ABAT
//PDP
//CDA//UBASH3A
//[EOXO6/EMID2
//SERIN

CISAL
XI1T1/CIRBP

//ESRP2//TTCS
//MKL1//[P6K3
/[TCEALS//GALK 1
//KIF9/MARCKS
//STMN2//RNF220

//SERPINB7//SCGN
/I[SYNRG

M109B
//DUOXA1//PCSK5
/INAGPA
//BAGALT2
/IGOLGATB
/ISLCOA3//ENKUR
//[KLRC1//TPH2

ATP7B//CHST2

G0:0005802 frans=Golai - |Cellular 99 171 23539 [5.56181700041349 [0.00592619900786995 [0.58448928088464  [2.22722376855482 [//GOLPIT3
network component /FAMIOOB

Golgi (CHST2//CHST1
" Cellular //ATPTB//GOLPH3
GO:0044431 |apparatus component 7 299 171 23539 3.22269162314929 10.00636592728157992 10.58448028088464 12.19613832666207 | =iy

jact /'SYNRG//ACPP

=

|GO:OO32420 stereocilium |S:11111:-1:em |17 |171 |23539 |16,1947024423805 0.00664192364641636 [0.58448928088464 |2.17770612122945 [PROM1//WHRN

CHST2//CHST1
J/DYRK2//MIB2
//TUBG2//TERF2
//MBD4//HIST3H2A
//LATS1//LATS2
//ZPBP2//BESP1
//LIMA1//LSM6
//PRDX6//ACPP
//GOLPH3//TCE25
//GPRC5C//CSTAD
//EFHD[//NT5DC3

//[CHDH//ABAT
//[PDP1//OMT2A

//SERINC5//JPH4
//RUNX1T1//CIRBP
HH HMGA |

1//PITX1
//REX2//SIX 1
//ZBTB17//ZFP2
//ZEP62//HEYL
/[TCEALS//STK35
10879 171 23539 1.20206105544832 0.00870852932048348 |0.620220833711134 |2.06005518160858 |//[SMARCC2
//ICASZ1//TEX19.2
//ZEP618//PRSS23
//ESRP2//MAGI3

Cellular

60:0044424 1
component

)
S

G3/TCEALS
A2C//ALOX8
//[CTNNA2//GALK1
//KIF9//MARCKS
IN2//TRER2
NF220//LRRC18
248//KATNAL2

//ARPP21/JANK2
//SERPINB7//SCGN
//SYNRG/ACVRIC

//[BAIAP21.2
//PROM 1//HEPH

CHST2//CHST1
//[DYRK2//MIB2
//TUBG2//TERF2
//MBD4//HIST3H2A
G0:0005622 [intraceltutar | {CeMIar 1332 171 23539 1.19045068253644 |0.00984197165975 0.620220833711134 {2.00691788986401 |/LATSI//LATS2
component //ZPBP2//BESP1
/[LIMA1//LSM6
//PRDX6//ACPP
//GOLPH3//TCF25

)
@

11




//GPRCSC/ICSTAD
/EFHD1//NTSDC3
//CHDH//ABAT
//PDP1//OMT2A
//SEC14L2
//CDA/JUBASH3A
//EOXO6/EMID2
//SERINCS//JPH4
//RUNXIT1//CIRBP
HEX//HMGA |
BO//PIAS2

3

2,
//ZBTB17//ZFP2

//ZEPG
//TCEALR//STK35
//SMARCC2
//CASZI/ITEX19.2
//ZEP618//PRSS23
//ESRP2//MAGI3
/TICS//MKLI
/IP6K3//TCEALS
//ADRAJC//ALOX8
//CTNNA2//GALK 1
//KIF9/MARCKS
//STMN2//TRER2
//RNF220//LRRCI8
//CD248//KATNAL2
CAPNO/WHRN

//SERPINB7//SCGN
//SYNRG/ACVRIC
i

FAM109B//ATP7B
UOXA1//PCSK5

/16
//BAIAP2L.2
//[PROM1//HEPH
/IGALR2

CACNBI//ENKUR

//ITGB1BP3
//[RASL12

G0:0043073

germ cell
nucleus

Cellular
component

23

171

23539

11.9699974574116

0.0120087660242805

0.620220833711134

1.92050161677518 |TERF2//MARCKS

|GO:0032421

stereocilium
bundle

Cellular
component

|171

|23539

| 11.4712475633528

0.0130385213856323

0.620220833711134

1.88477165633958 |PROM1/WHRN

GO:0005911

cell-cell
junction

Cellular
component

267

| ) | i i |
]
e

171

23539

3.09337012944346

0.0135576227035841

0.620220833711134

ICTNNA2//GIAG
//ATPTB//MAGI3
1.86781645628227 //ICLDN17

//[BAIAP21.2

GO:0005737

cytoplasm

Cellular

74 8219

23539

1.23938043998751

0.0140959280388894

0.620220833711134

[CHST2//CHST1
//TUBGY//ZPBP2
//PRDX6//ACPP
//BESP1//GOLPH3
//TCF25//GPRC5C
//CSTAD/EEHDL
/N C3//CHDH
//ABAT/PDPL
/ISEC141.2
//CDA//UBASH3A
//[FOXO6//EMID2
//S]

//TERE2/NAGPA

//BAGALT2

//GOLGATB
YNRG//CLDN17

1.85090632604277 |/ MARCKS

//ICAPN9//WHRN
//ARPP21//LSM6
//ANK2//SERPINB7
/[TTCS5//MKL1
//ACVR1C//IP6K3
//[FAM84B

GO:0005576

Cellular
component

o

1807

23539

1.59975339566404

0.0219725371378701

0.892423046830416

C1QTNF6//EMID2
J/ECM2//PCSKS
//PROM1//CCL24
/TENE//LIPH
//KCP//EGELT
1.65811979281281 |//GRIN2B//SVSS
//ADAM23//CIRA
ACPP//ZPBP2

GO:0032993 rotein-DNA
) complex

Cellular
component

3 |89

|l7l

|23539

TERF2//HIST3H2A

|4.64005519416519 0.0271437352961879  10.969529788708876 |1.56633038855176 |_//HHEX
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GO:0031982 |vesicle

Cellular
[component

783

171

23539

1.93385016393687

0.0281697528332065

0.969529788708876

1.55021696358027

ZPBP2//PCSKS
//ACPE//GRINIB
//BAIAP2L.2
//SYNRG
//[EAM109B//PRDX6
//[SCGN//PROM 1
//[STMN2

|GO:0005923 I—Ei ht
unction

Cellular
|component

|]7]

|23539

|4.39324374766704

|0.03 12159212273691

|0 1969529788708876

|1 .50562384387992

ATP7B/MAGI3
//CLDN17

|GO:()070160 %ﬁ
unction

Cellular
|component

|17]

|23539

|4.393243747667[)4

|().[)3 12159212273691

|() .969529788708876

|] .50562384387992

ATP7B/MAGI3
//C)

cell

GO:0071944 -
|\periphery

Cellular
[component

o
=3

3670

171

23539

1.35029399110856

0.0344283262345285

1.46308409041695

ADORA3//ADRA2C
//ATPTB//BESPI
//CACNB1
//CTNNA2//GALR2
//GRIN2B//HEPH
//PROM 1//ADAN23
//TRER2//ACPP
//CD200RT//LIMAL
//GOLPH3
//SLC16A9
//GPRCSC//CD248
//TNERSF23
//PCDHB19//MAGI3
//CHRNB4//ANK2
//BAIAP2LD
//MRGP] LIP)
//CLDN17
//ACVR[C//JPH4
/ISLR2/FAMB4B
//GIA6//MARCKS
//KLRC1//SLCOA3

|Go:0042734 IM_&L
membrane

Cellular
[component

]

|l7l

|23539

|6.55499860763019

0.0373660505841328

1.42752280260954

ADORA3//GRIN2B

|plasma

GO:0005886
membrane

Cellular
component.

o
a

3583

171

23539

1.34466200854261

0.0389759835133563

1.40920291708757

ADORA3/ADRA2C
//PROM 1//ANK2
//ICACNB1
//CHRNB4//GIAG

//CLDN17/LIMA1
//KLRC1//CD200R 1
//ICTNNAZ//SLCIA3

9
//GPRC5C//CD248
//INFRSF23
//PCDHB19
//BAIAP2L2
//MRGPRE//LIPH
//IPH4//ISLR2
//[FAM84B

intracellular

GO:0043229
organelle

Cellular
component.

%
=3

9449

171

23539

1.16545641452204

0.0453092374583936

1.34381324681218

BG2//TERF2
//MBD4//HIST3H2A
//LATS1//LATS2
//ZPBP2//BESP1
//LIMA1//PRDX6
//ACPP//GOLPH3
//TCE25//GPRCSC
//CSTAD
/INTSDC3//CHDH
//ABAT//PDP1
//EMID2//SERINCS
/IPH4//RU
//CIRBP//H]
//HMGA I//H
//PIAS2//NK
/PITX1//R]
//SIX1//ZBTB17
//ZEP2,
//HEYL//TCEALS
//STK3S//SECT4L.2
//SMARCC2
//DYRK2//CASZ1
//TEX102//ZFP618
//PRSS23//ESRP2
//LSM6/MAGI3
/TTCS/MKLI

(CHST2//CHST1
/T

//GOLGATB
SYNRG//CLDN17
//MARC]
//ICTNNA2//KIF9
//KATNAL2//ANK2
//WHRN//GRIN2B_
//ICACNBI//ENKUR
//BAIAP2L2//SCGN
//PROMI1

apical
(GO:0043296 |junction
complex

Cellular
[component

-

110

23539

3.75422647527911

0.0462599966350328

13

1

1.33479440315612

ATP7B//MAGI3
//CLDN17




GO:0043226

Cellular

80

9472

23539

1.16262644223171

0.0478806691673072

1.31983978864077

[CHST2//CHST1

//MBD4//HIST3H2A
//LATS1//LATS2
//ZPBP//BFSPI
//LIMA1//PRDX6
OLPH3
//TCF25//GPRC5C
//CSTAD/EFHD1
//NTSDC3//CHDH
//ABAT//PDPI
//EMIDY//SERINCS
//IPH4//RUNXITI
//CIRBP//HHEX
//HMGA I//HOXB6
/PIAS2//NKX3-1
//PITX1//REX2
//SIX1//ZBTB17
//ZEP2//ZEP62
//HEYL//TCEALS
//STK35//SEC14L2
//SMARCC2
//DYRK2//CASZ1
//TEX19.2//ZFP618
//PRSS23//ESRP2
//LSM6//MAGI3
/TTCS//MKLL
P6K3//UBASH3A
//EOXO6/TCEALS
//STMN2//MIB2
//EAMI09B//ATPTB
/DUOXA 1//PCSK5
//NAGPA
//BAGALT2
//GOLGATB
//SYNRG//CLDN17
//MARCKS
//ICTNNA2//KIF9
//KATNAL2/ANK2
/WHRN//GRIN2B
//BAIAP2L
//ICACNBI//ENKUR
/ISCGN//PROMT

GO:0016327

apicolateral
membrane

Cellular
component.

23539

3.65455674584692

0.0494144857913852

1.3061457195569

ATP7B/MAGI3
//CLDN17

GO:0031988

membrane-
bounded

Cellular
component

~ 7]

554

171

23539

1.98779741170013

0.0498214461112714

1.30258367083744

ZPBP2//PCSKS
//ACPP//GRIN2B
//BAIAP2L.2
//[SYNRG
//EAM109B
//PROM 1
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