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MALES

1 136,425,815 6,821,290,750 38 126,528,050 2,310,493 91,282,575 32,934,982 98.09% 72.14% 108,529,705 17,998,345 85.78%
2 75,824,476 3,791,223,800 37 70,082,708 1,292,962 51,206,900 17,582,846 98.18% 73.07% 60,282,828 9,799,880 86.02%
3 109,746,078 5,487,303,900 38 101,002,320 1,462,771 73,548,037 25,991,512 98.56% 72.82% 87,183,867 13,818,453 86.32%
4 84,572,609 4,228,630,450 38 78,194,636 1,168,318 57,786,936 19,239,382 98.51% 73.90% 68,099,512 10,095,124 87.09%
5 89,383,168 4,469,158,400 37 82,702,245 2,005,032 60,065,746 20,631,467 97.58% 72.63% 70,396,302 12,305,943 85.12%
6 121,047,850 6,052,392,500 37 111,988,680 2,323,897 81,512,309 28,152,474 97.93% 72.79% 95,719,919 16,268,761 85.47%
7 213,428,878 10,671,443,900 37 197,945,345 4,629,847 144,682,781 48,632,717 97.66% 73.09% 119,981,699 77,963,646 60.61%
8 95,119,554 4,755,977,700 38 88,135,532 1,526,884 65,298,422 21,310,226 98.27% 74.09% 76,713,285 11,422,247 87.04%
9 111,309,001 5,565,450,050 38 102,956,130 3,588,684 74,631,028 24,736,418 96.52% 72.49% 87,176,540 15,779,590 84.67%
10 108,084,545 5,404,227,250 37 99,995,726 2,073,028 71,643,257 26,279,441 97.93% 71.65% 84,810,820 15,184,906 84.81%
11 82,324,742 4,116,237,100 37 75,522,284 2,017,406 55,373,629 18,131,249 97.33% 73.32% 64,119,269 11,403,015 84.90%
12 80,214,840 4,010,742,000 37 73,915,123 1,450,954 54,029,593 18,434,576 98.13% 73.10% 63,356,251 10,558,872 85.71%
13 87,360,096 4,368,004,800 37 78,673,513 1,155,950 57,936,217 19,581,346 98.55% 73.64% 68,306,598 10,366,915 86.82%
14 82,368,412 4,118,420,600 38 76,481,727 978,499 56,076,909 19,426,319 98.72% 73.32% 66,345,193 10,136,534 86.75%
15 69,657,797 3,482,889,850 38 63,983,839 1,075,204 46,030,200 16,878,435 98.36% 71.94% 54,598,304 9,385,535 85.33%
16 144,127,403 7,206,370,150 37 131,907,308 2,825,594 94,634,513 34,447,201 97.86% 71.74% 109,395,311 22,511,997 82.93%
17 184,968,494 9,248,424,700 37 164,060,507 2,297,036 119,714,703 42,048,768 98.60% 72.97% 114,568,439 49,492,068 69.83%
18 95,793,335 4,789,666,750 38 88,767,704 1,010,211 65,032,196 22,725,297 98.87% 73.26% 77,039,874 11,727,830 86.79%
19 106,741,748 5,337,087,400 37 98,307,417 1,140,399 72,325,164 24,841,854 98.84% 73.57% 85,368,784 12,938,633 86.84%

Mean 109,394,675.84 5,469,733,792.11 37.30 100,586,883.89 1,912,272.05 73,305,848.16 25,368,763.68 98.13% 72.92% 82,210,131.58 18,376,752.32 83.62%

FEMALES

1 80,909,825 4,045,491,250 38 74,577,671 1,157,379 54,076,828 19,343,464 98.45% 72.51% 64,226,058 10,351,613 86.12%
2 91,406,229 4,570,311,450 38 84,218,190 1,354,303 60,935,424 21,928,463 98.40% 72.35% 72,300,054 11,918,136 85.85%
3 102,567,869 5,128,393,450 37 94,703,474 1,127,697 69,445,947 24,129,830 98.81% 73.33% 82,237,690 12,465,784 86.84%
4 85,529,099 4,276,454,950 38 78,743,874 1,337,734 57,515,830 19,890,310 98.30% 73.04% 67,964,503 10,779,371 86.31%
5 87,133,194 4,356,659,700 38 80,353,815 1,382,176 58,744,264 20,227,375 98.28% 73.11% 69,107,852 11,245,963 86.00%

Mean 89,509,243.20 4,475,462,160.00 37.80 82,519,404.80 1,271,857.80 60,143,658.60 21,103,888.40 98.45% 72.87% 71,167,231.40 11,352,173.40 86.22%
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