Additional file 1 A

hydrophobic groove of ERKs

ERK1 127ETDLYKLLKSQQLSNDHICYFLY149 173 INTTCD80
ERK2 197ETDLYKLLKTQHLSNDHICYFLY129 153 NTTCD160
acicid patch of ERKs

ERK1 SRHENI01  4NDHICYFLYQILR1S: 177TTCDiso  335YDPTDE40
ERK2 7RHENIst  12NDHICYFLYQILR1 1s7TTCDie0  315YDPSDE320

ERK1 213YRAPE IMINSK221 248GKHY LDQLNH I 258 278ARNYLQS?84
ERK2 193YRAPE IMLLNSK?201 228GKHY LDQLNH I 238 258ARNY L LS264



Additional file 1 B

Alignment of ERK1 sequences (MAPK3) from A.carolinensis and M. musculus

96.9 % identity after variable N-term (33 differences out of 351 aa)

A.caro
M.musc

A.caro
M.musc

A.caro
M.musc

A.caro
M._musc

A.caro
M_musc

ERK1
ERK1

ERK1
ERK1

ERK1
ERK1

ERK1
ERK1

ERK1
ERK1

MSAATAAAPG
MAAAAAAPG

GAGAVPVPGA
GGGGEPRGTA

81
QTYCQRTLRE
QTYCQRTLRE

IKILLRFKHE
IQILLRFRHE

161
SANVLHRDLK
SANVLHRDLK

PSNLLINTTC
PSNLLINTTC

241
LSNRP IFPGK
LSNRP IFPGK

HYLDQLNHIL
HYLDQLNHIL

321
ITVEESLAHP
ITVEEALAHP

YLEQYYDPSD
YLEQYYDPTD

PRLGV-———-
GVVPVVPGEV

NVIGINDILR
NVIGIRDILR

DLKICDFGLA
DLKICDFGLA

GILGSPSQDD
GILGSPSQED

EPVAEEPFTF
EPVAEEPFTF

ETVKGQVFDV
EVVKGQPFDV

APTIDQMRDV
APTLEAMRDV

RIADPDHDHT
RIADPEHDHT

LNCTINMKAR
LNCI INMKAR

DMELDDLPKE
DMELDDLPKE

GPRYTDLQYI GEGAYGMVCS
GPRYTQLQYI GEGAYGMVSS

YIVQDLMETD
YIVQDLMETD

LYKLLKTQQL
LYKLLKSQQL

GFLTEYVATR
GFLTEYVATR

WYRAPEIMLN
WYRAPEIMLN

KVPWNKLFPK
KVAWAKLFPK

NYLQSLPQKP
NYLQSLPSKT

80
SYDHVNKIRA AITKKISPFEH
AYDHVRKTRV AIKKISPFEH

160
SNDHICYFLY QILRGLKY IH
SNDHICYFLY QILRGLKY IH

240
WSVGCILAEM
WSVGCILAEM

SKGYTKSIDI
SKGYTKSIDI

320
ADPKALDLLD KMLTFNPNKR
SDSKALDLLD RMLTENPNKR

381

KLKELIFEET
RLKELIFQET

ARFQPGYQGP
ARFQPGAPEG

P

Alignement of ERK2 sequences (MAPK1) from A.carolinensis and M. musculus
96.9 % identity after variable N-term (11 differences out of 351 aa)

A.caro
M_musc

A.caro
M.musc

A.caro
M.musc

A.caro
M.musc

A.caro
M.musc

ERK2
ERK2

ERK2
ERK2

ERK2
ERK2

ERK2
ERK2

ERK2
ERK2

1
MAAVSGAAGG SGANPAGGPE
MAAAAAAGPE

81
KILLRFKHEN
KILLRFRHEN

TIGINDIIRA
TIGINDIIRA

161
SNLLLNTTCD
SNLLLNTTCD

LKVCDFGLAR
LKICDFGLAR

241
YLDQLNHILG
YLDQLNHILG

ILGSPSQEDL
ILGSPSQEDL

321
LEQYYDPSDE
LEQYYDPSDE

PVAEAPFKFD
P1AEAPFKFD

MVRGQAFDVG
MVRGQVFDVG

PTTDQMKDVY
PTIEQMKDVY

VADPDHDHTG
VADPDHDHTG

NC I INLKARN
NCIINLKARN

MELDDLPKEK
MELDDLPKEK

PRYTNLSYIG
PRYTNLSY1G

1VODLMETDL
1VQDLMETDL

FLTEYVATRW
FLTEYVATRW

YLLSLPYKNK
YLLSLPHKNK

LKELIFEETA
LKELIFEETA

EGAYGMVCSA YDNVNKVRVA
EGAYGMVCSA YDNLNKVRVA

YKLLKTQHLS
YKLLKTQHLS

NDHICYFLYQ
NDHICYFLYQ

YRAPEIMLNS
YRAPEIMLNS

KGYTKSIDIW
KGYTKSIDIW

VPWNRLFPNA
VPWNRLFPNA

DAKALDLLDK
DSKALDLLDK

368
RFQPGYRC
RFQPGYRS

80
IKKISPFEHQ TYCQRTLREI
IKKISPFEHQ TYCQRTLREI

160
ILRGLKYIHS ANVLHRDLKP
ILRGLKYIHS ANVLHRDLKP

240
SVGCILAEML SNRPIFPGKH
SVGCILAEML SNRPIFPGKH

320
MLTFNPHKR1 EVEEALAHPY
MLTFNPHKRI EVEQALAHPY



Additional file 1 C
Differences between human-ERK1 and human-ERK2
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Additional file 1 D

Differences between rat-ERK2 and anolis-ERK2
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Additional file 1 E

Differences between human-ERK1 and anolis-ERK1
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