
UniProt ID Protein Name Protein itself aggregates Homologous protein 
aggregate 

Involved in aggregation 
pathology 

Reference 

ALBU_HUMAN Serum albumin  Bovine Serum Albumin  [44] 

HBB_HUMAN Hemoglobin subunit beta in vitro evidence   [45] 

HBA_HUMAN Hemoglobin subunit 
alpha 

in vitro evidence   [45] 

ANT3_HUMAN Antithrombin-III   Shows reduced activity in 
AL amyloidosis 

[46] 

ACTG_HUMAN Actin, cytoplasmic 2 Component of amyloid 
deposit of localized 

cutaneous amyloidosis 

  [47] 

IC1_HUMAN Serpin G1  The entire serpin family is 
known to be aggregation 

prone via domain 
swapping 

 [48] 

LDHB_HUMAN Lactate dehydrogenase  Homolog from rabbit 
aggregates 

 [49] 

HBG2_HUMAN Hemoglobin subunit 
gamma-2 

in vitro evidence   [45] 

ACTC_HUMAN Actin, alpha cardiac 
muscle 1 

in vitro evidence   [50] 

ACTS_HUMAN Actin, alpha skeletal 
muscle 

in vitro evidence   [50] 

G6PI_HUMAN Glucose-6-phosphate 
isomerase 

 The homolog from yeast 
aggregates during 
refolding in vitro 

 [51] 



THBG_HUMAN Serpin A7  The entire serpin family is 
known to be aggregation 

prone via domain 
swapping 

 [48] 

NB5R3_HUMAN NADH-cytochrome b5 
reductase 3 

    

RAC2_HUMAN Ras-related C3 botulinum 
toxin substrate 2 

    

CAH2_HUMAN Carbonic anhydrase 2 
 

in vitro evidence   

[52] 
GDIA_HUMAN Rab GDP dissociation 

inhibitor alpha 

  

  
PUR9_HUMAN Bifunctional purine 

biosynthesis protein 
PURH 

    

THIL_HUMAN Acetyl-CoA 
acetyltransferase, 

mitochondrial 

in vitro evidence   

[53] 
PROC_HUMAN Vitamin K-dependent 

protein C 

    

CP19A_HUMAN 

Aromatase 

    

CHLE_HUMAN 

Cholinesterase 

    

OAT_HUMAN Ornithine 
aminotransferase, 

mitochondrial 

in vitro evidence   

[54] 
ACADM_HUMAN Medium-chain specific 

acyl-CoA dehydrogenase, 
mitochondrial 

in vitro evidence   

[55] 



KPYR_HUMAN 

Pyruvate kinase PKLR 

    

GSHB_HUMAN 

Glutathione synthetase 

    

IGLL1_HUMAN Immunoglobulin lambda-
like polypeptide 1 

 

 

Light Chain Amyloidosis  

STAT3_HUMAN Signal transducer and 
activator of transcription 

3 

  Involved in Abeta toxicity  

PUR8_HUMAN 

Adenylosuccinate lyase 

in vitro evidence   

[56] 
RASH_HUMAN 

GTPase HRas 

    

ASSY_HUMAN Argininosuccinate 
synthase 

    

HEMH_HUMAN Ferrochelatase, 
mitochondrial 

in vitro evidence   

[57] 
RASN_HUMAN 

GTPase NRas 

    

SH21A_HUMAN SH2 domain-containing 
protein 1A 

    

ATLA1_HUMAN 

Atlastin-1 

in vitro evidence   

[58] 
P53_HUMAN Cellular tumor antigen 

p53 

in vitro evidence   

[4] 
ARGI1_HUMAN 

Arginase-1 

    



STS_HUMAN 

Steryl-sulfatase 

    

MSH2_HUMAN DNA mismatch repair 
protein Msh2 

    

HEXA_HUMAN Beta-hexosaminidase 
subunit alpha 

in vitro evidence  

Tay−Sachs disease [59] 
MSH6_HUMAN DNA mismatch repair 

protein Msh6 

    

SCO1_HUMAN Protein SCO1 homolog, 
mitochondrial 

    

CASQ2_HUMAN 

Calsequestrin-2 

in vitro evidence   

[60] 
ODBA_HUMAN 2-oxoisovalerate 

dehydrogenase subunit 
alpha, mitochondrial  

   

XRP2_HUMAN 

Protein XRP2 

  Retinitis pigmentosa  

GCDH_HUMAN Glutaryl-CoA 
dehydrogenase, 
mitochondrial 

in vitro evidence   

[61] 
RNH2B_HUMAN Ribonuclease H2 subunit 

B 

    

PMM2_HUMAN 

Phosphomannomutase 2 

in vitro evidence   

[62] 
MUTA_HUMAN Methylmalonyl-CoA 

mutase, mitochondrial 

    



HGD_HUMAN Homogentisate 1,2-
dioxygenase 

  Alkaptonuria, novel type 
II AA amyloidosis 

 

SPYA_HUMAN Serine-pyruvate 
aminotransferase 

in vitro evidence   

[63] 
GLCM_HUMAN 

Glucosylceramidase 

  

 

 

UNG_HUMAN 

Uracil-DNA glycosylase 

 Poxvirus-encoded uracil 
DNA glycosylase shown 

to aggregate 

 

[64] 
JAK3_HUMAN Tyrosine-protein kinase 

JAK3 

    

TY3H_HUMAN Tyrosine 3-
monooxygenase 

    

METK1_HUMAN S-adenosylmethionine 
synthase isoform type-1 

    

ARSB_HUMAN 

Arylsulfatase B 

    

BGLR_HUMAN 

Beta-glucuronidase 

    

OTC_HUMAN Ornithine 
carbamoyltransferase, 

mitochondrial 

    

SOS1_HUMAN Son of sevenless homolog 
1 

    

ARL6_HUMAN ADP-ribosylation factor-
like protein 6 

    



KHK_HUMAN 

Ketohexokinase 

    

SUIS_HUMAN Sucrase-isomaltase, 
intestinal 

in vitro evidence   

[65] 
TGFR1_HUMAN 

TGF-beta receptor type-1 

    

CXB2_HUMAN Gap junction beta-2 
protein 

    

INSR_HUMAN 

Insulin receptor 

in vitro evidence   

[66] 
FA8_HUMAN 

Coagulation factor VIII 

in vitro evidence   

[67] 
CAH4_HUMAN 

Carbonic anhydrase 4 

    

SUMF1_HUMAN Sulfatase-modifying 
factor 1 

  

  
ATTY_HUMAN Tyrosine 

aminotransferase 

    

NEUS_HUMAN 

Neuroserpin 

Neuroserpin inclusion 
bodies in Familial 
encephalopathy 

  

[68] 
CD40L_HUMAN 

CD40 ligand 

  CD40-CD40L interaction 
associated with AD 

pathology [69] 
PTPS_HUMAN 6-pyruvoyl 

tetrahydrobiopterin 
synthase 

    



CHK2_HUMAN Serine/threonine-protein 
kinase Chk2 

    

ACY2_HUMAN 

Aspartoacylase 

in vitro evidence   

[70] 
TTPA_HUMAN Alpha-tocopherol transfer 

protein 

in vitro evidence   

[71] 
CLAT_HUMAN Choline O-

acetyltransferase 

in vitro evidence   

[72] 
RLBP1_HUMAN Retinaldehyde-binding 

protein 1 

   

 
RPE65_HUMAN Retinoid 

isomerohydrolase 

  

  
CP2R1_HUMAN Vitamin D 25-

hydroxylase 
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