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4z35 LPA1l : [ILDVCCPQVL-AYEKFFLLIAEFNSALN SYRDKEMSATFRQILGRPLEVLFQGPHHHHHHHHHHDYKDDDDK---————-—-—-————————————————— : 300
|
7.50

Additional Figure 7S. Sequence alignment of the free fatty acid receptors and 25 GPCRs with available crystal structures. The sequence alignment was built
using the HHpred server (http://toolkit.tuebingen.mpg.de/hhpred). The sequence name starts with the pdb-code and ends with the receptor name.
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Template FFA1 FFA2 FFA3

N PDB_name probability  E-value P-value probability  E-value P-value | probability E-value P-value

1 2rh1_ADRB2 100 4.90E-43  1.40E-47 100 5.00E-44 1.40E-48 100 7.10E-44 2.00E-48
2 2z73_RHODOPSIN 100 9.70E-41  2.70E-45 100 5.20E-42 1.50E-46 100 8.10E-43 2.30E-47
3 3odu_CXCR4 100 5.00E-43  1.40E-47 100 7.00E-43 2.00E-47 100 4.00E-43 1.10E-47
4  3pbl_D3 100 6.80E-42  1.90E-46 100 3.80E-42 1.10E-46 100 1.60E-42 4.60E-47
5 3rze_H1 100 9.70E-43  2.80E-47 100 1.60E-42 4.40E-47 100 2.10E-42 5.90E-47
6 3uon_ACM2 100 4.10E-43 1.10E-47 100 7.40E-43  2.10E-47 100 2.20E-43 6.20E-48
7 3v2y_S1P 100 4.50E-39 1.30E-43 100 1.80E-40 5.10E-45 100 2.90E-40 8.10E-45
8 3vw7_PAR1 100 2.20E-43  6.30E-48 100 3.00E-44 8.50E-49 100 1.60E-44 4.50E-49
9 4bvn_ADRB1 100 3.30E-44  9.40E-49 100 1.00E-44 2.90E-49 100 1.80E-44 5.10E-49
10 4dkl_ OPRM 100 2.70E-43  7.70E-48 100 2.80E-43 8.00E-48 100 1.10E-43 3.20E-48
11  4ea3_OPRX 100 4.10E-40 1.20E-44 100 7.60E-41 2.10E-45 100 3.30E-41 9.40E-46
12 4deiy_A2A 100 9.20E-41  2.60E-45 100 6.60E-42 1.90E-46 100 1.30E-41 3.60E-46
13 4grv_NTSR1 100 2.70E-41  7.60E-46 100 4.20E-42 1.20E-46 100 1.10E-42 3.20E-47
14  A4diar_5HT1B 100 2.80E-44  7.90E-49 100 4.40E-44 1.20E-48 100 2.20E-44 6.30E-49
15 4ib4_5HT2B 100 1.60E-41  4.60E-46 100 2.00E-41 5.60E-46 100 9.40E-42 2.70E-46
16  4mbs_CCR5 100 2.60E-42  7.50E-47 100 2.10E-43 6.10E-48 100 1.10E-43 3.10E-48
17  4n6h_OPRD 100 4.50E-40 1.30E-44 100 4.10E-40 1.20E-44 100 2.10E-40 6.10E-45
18  4phu_FFAl 100 5.10E-42  1.40E-46 100 7.90E-42 2.20E-46 100 3.30E-42 9.30E-47
19  4pxz_P2Y12 100 5.80E-44  1.60E-48 100 1.40E-44  3.90E-49 100 1.20E-45 3.30E-50
20  4s0v_OX2 100 1.20E-39  3.40E-44 100 2.80E-39 7.80E-44 100 1.40E-39 3.80E-44
21  4ul5_ACM3 100 3.40E-42  9.70E-47 100 1.00E-42  2.90E-47 100 7.70E-43 2.20E-47
22 4xnv_P2Y1 100 1.40E-42  3.90E-47 100 3.60E-44 1.00E-48 100 3.00E-44 8.60E-49
23 4xtl_CX3CL 100 2.50E-39  7.10E-44 100 2.70E-41 7.50E-46 100 2.60E-42 7.30E-47
24  4yay ATIR 100 6.20E-40 1.70E-44 100 1.30E-40 3.60E-45 100 5.00E-41 1.40E-45
25  4z35_LPA1 100 1.20E-38  3.30E-43 100 2.1E-40  5.9E-45 100 1.20E-40 3.40E-45

Additional Table 2S. HHpred server (http://toolkit.tuebingen.mpg.de/hhpred ) predictions of a homologous relationship. Probability represents a homologous
relationship; E-value is the average expected number of non-homologous proteins with a score higher than the one obtained for the database match. An E-
value <<< 1 indicates statistical significance; and P-values is the area under the extreme value distribution. Receptor templates are shown with a pdb code and
receptor name. The calculated values indicate a strong homologous relationship.
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