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Fig. S18. Correlation between gene average gravitation score and gene length (cDNA length, bp)

across 9 cancer types. The p-value was calculated using F-statistics. BRCA: breast invasive

carcinoma, COAD: colon adenocarcinoma, GBM: glioblastoma multiforme, HNSC: head and neck

squamous cell carcinoma, KIRC: kidney renal clear cell carcinoma, LUAD: lung adenocarcinoma,

LUSC: lung squamous cell carcinoma, OV: ovarian serous cystadenocarcinoma, and UCEC:

uterine corpus endometrial carcinoma.



