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Cluster 1 Cluster 2

<=25

Gene TRAT1 CD3D RARRES3 GZMK ITM2A TC2N CD2 CD3G GIMAP6 IFNG GZMA CCR5 FGL2 CLEC2B UBASH3A TRBC1 CXCR6 C3AR1

Cluster 1 1 1 1 1 2 1 1 1 2 1 2 2 1 1 1 2 2

MeanRank 2 3 3 5 7 7 8 8 12 12 12 14 15 15 18 20 22 22


