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Name
GNF2_CD7 : 5.08e-27
GNF2_PTPN4 : 3.52e-26
GNF2_MATK : 9.80e-22
GNF2_IL2RB : 1.18e-16
GNF2_RAB7L1 : 2.54e-17
GNF2_ITGAL : 4.11e-27
GNF2_JAK1 : 3.24e-14
GNF2_ZAP70 : 4.39e-23
Human Leukemia_Toren05_224genes (16140871-SuppTable7) : 5.30e-37
JAATINEN_HEMATOPOIETIC_STEM_CELL_DN : 7.47e-39
GSE22886_CD8_TCELL_VS_BCELL_NAIVE_UP : 7.16e-30
Human Lymphoma_Chng09_209genes (18974375-TableS2) : 2.52e-51
T_NK_Node1604 : 2.54e-17
FARMER_BREAST_CANCER_CLUSTER_1 : 1.16e-15
Human Leukemia_Montesinos-Rongen08_12genes (17989719-SuppTableS2a) : 1.29e-16
SMID_BREAST_CANCER_LUMINAL_B_DN : 3.72e-25
SMID_BREAST_CANCER_NORMAL_LIKE_UP : 2.64e-44
IMMUNE_RESPONSE : 4.04e-19
IMMUNE_SYSTEM_PROCESS : 2.67e-22
QI_PLASMACYTOMA_UP : 6.98e-15
BOYLAN_MULTIPLE_MYELOMA_C_D_DN : 3.72e-25
Mouse Bone_Boylan07_823genes (17483317-TableS5) : 1.99e-17
T_NK_Node5808 : 2.54e-17
Blood_Module-2.8_T_cells : 4.63e-17
GSE22886_NAIVE_CD8_TCELL_VS_DC_UP : 6.36e-20
GSE22886_NAIVE_CD8_TCELL_VS_MONOCYTE_UP : 1.95e-35
GSE10325_CD4_TCELL_VS_BCELL_UP : 4.47e-55
GSE10325_LUPUS_CD4_TCELL_VS_LUPUS_BCELL_UP : 1.12e-56
GSE10325_CD4_TCELL_VS_MYELOID_UP : 5.01e-34
GSE10325_LUPUS_CD4_TCELL_VS_LUPUS_MYELOID_UP : 2.84e-22
GSE3982_MEMORY_CD4_TCELL_VS_BCELL_UP : 9.41e-37
GSE11057_PBMC_VS_MEM_CD4_TCELL_DN : 4.67e-21
GSE22886_NAIVE_CD4_TCELL_VS_DC_UP : 7.10e-19
GSE22886_NAIVE_CD4_TCELL_VS_MONOCYTE_UP : 4.24e-26
GSE22886_NAIVE_TCELL_VS_MONOCYTE_UP : 2.84e-22
LEE_DIFFERENTIATING_T_LYMPHOCYTE : 3.56e-21
GSE22886_CD4_TCELL_VS_BCELL_NAIVE_UP : 1.26e-28
GSE22886_TCELL_VS_BCELL_NAIVE_UP : 7.16e-30
GSE7852_TREG_VS_TCONV_DN : 2.87e-13
ZHENG_BOUND_BY_FOXP3 : 1.48e-21
alpha-beta T cell activation : 2.38e-07
alpha-beta T cell differentiation : 1.27e-06
T cell selection : 3.75e-07
T cell activation : 2.18e-18
lymphocyte activation : 1.11e-15
cell activation : 1.22e-16
leukocyte activation : 1.80e-19
T cell differentiation : 1.74e-11
lymphocyte differentiation : 3.92e-09
hemopoiesis : 2.40e-05
leukocyte differentiation : 1.56e-08
Human Zola07_426genes_CellDifferentiationMarkers (17174972-TableS1) : 8.59e-16
REACTOME_IMMUNOREGULATORY_INTERACTIONS_BETWEEN_A_LYMPHOID_AND_A_NON_LYMPHOID_CELL : 1.81e-14
T cell receptor complex : 2.92e-11
T_cell : 2.79e-17
alpha-beta T cell receptor complex : 6.34e-06
T cell costimulation : 3.85e-10
lymphocyte costimulation : 4.51e-10
T cell receptor signaling pathway : 6.67e-11
antigen receptor-mediated signaling pathway : 1.93e-11
activation of immune response : 8.50e-09
immune response-activating signal transduction : 6.89e-10
immune response-regulating signaling pathway : 1.55e-09
immune response-activating cell surface receptor signaling pathway : 2.81e-10
immune response-regulating cell surface receptor signaling pathway : 4.76e-09
GSE17974_IL4_AND_ANTI_IL12_VS_UNTREATED_48H_ACT_CD4_TCELL_DN : 2.19e-14
GSE17974_IL4_AND_ANTI_IL12_VS_UNTREATED_72H_ACT_CD4_TCELL_DN : 2.22e-15
GSE24634_IL4_VS_CTRL_TREATED_NAIVE_CD4_TCELL_DAY5_DN : 2.44e-15
GSE1460_INTRATHYMIC_T_PROGENITOR_VS_CD4_THYMOCYTE_DN : 2.69e-15
Thymic_SP_CD4+Tcell_gt_Thymic_DP_Tcell : 2.77e-22
GSE24026_PD1_LIGATION_VS_CTRL_IN_ACT_TCELL_LINE_UP : 1.88e-16
IMMUNE : 3.56e-64
POOLA_INVASIVE_BREAST_CANCER_UP : 1.78e-24
Human Prostate_Wallace08_86genes (18245496-SuppTable3) : 2.01e-17
Human Prostate_Wallace08_489genes (18245496-SuppTable2) : 1.04e-36
WALLACE_PROSTATE_CANCER_RACE_UP : 5.55e-44
GNF2_S100A4 : 1.69e-13
GSE29618_MONOCYTE_VS_PDC_UP : 3.29e-14
FLECHNER_BIOPSY_KIDNEY_TRANSPLANT_REJECTED_VS_OK_UP : 1.03e-13
MODULE_45 : 1.91e-29
MODULE_84 : 1.12e-30
RODWELL_AGING_KIDNEY_UP : 1.71e-14
GSE1432_1H_VS_24H_IFNG_MICROGLIA_DN : 2.10e-16
GSE1432_1H_VS_6H_IFNG_MICROGLIA_DN : 2.69e-15
GSE1432_CTRL_VS_IFNG_24H_MICROGLIA_DN : 8.03e-20
GSE1432_CTRL_VS_IFNG_6H_MICROGLIA_DN : 1.16e-18
GSE24634_IL4_VS_CTRL_TREATED_NAIVE_CD4_TCELL_DAY3_DN : 1.72e-23
FULCHER_INFLAMMATORY_RESPONSE_LECTIN_VS_LPS_DN : 6.05e-16
IFN_meta : 1.04e-17
SANA_RESPONSE_TO_IFNG_UP : 2.08e-17
Human Lymphoma_VanLoo09_407genes (19797726-SuppTable1b) : 2.18e-19
Human Viral_Chetaille09_425genes (19096012-TableS3) : 1.32e-22
Human Breast_Huang03_176genes_LNmetastasis (12747878-Table2) : 3.33e-14
Mouse Immune_Carmody02_151genes (12446012-Table2) : 3.25e-14
ICHIBA_GRAFT_VERSUS_HOST_DISEASE_35D_UP : 2.11e-14
ICHIBA_GRAFT_VERSUS_HOST_DISEASE_D7_UP : 1.65e-13
Human Lymphoma_Tome05_357genes (16081686-SuppTable2) : 2.87e-25
Lymph_node_DLBCL : 1.05e-26
Human Breast_Desmedt08_95genes_STAT1_Module (18698033-tableS1-STAT1) : 5.43e-26
WIELAND_UP_BY_HBV_INFECTION : 1.62e-26
Mouse StemCell_Hutton04_134genes (15504237-Table1) : 1.24e-16
cytokine-mediated signaling pathway : 3.06e-06
cellular response to cytokine stimulus : 6.44e-08
response to cytokine : 1.30e-07
interferon-gamma-mediated signaling pathway : 5.15e-06
cellular response to interferon-gamma : 7.37e-08
response to interferon-gamma : 6.08e-07
Blood_Module-2.1_Cytotoxic_cells : 1.07e-30
DEURIG_T_CELL_PROLYMPHOCYTIC_LEUKEMIA_DN : 2.32e-33
GSE26495_NAIVE_VS_PD1HIGH_CD8_TCELL_DN : 7.19e-20
GSE26495_NAIVE_VS_PD1LOW_CD8_TCELL_DN : 8.03e-20
GOLDRATH_NAIVE_VS_MEMORY_CD8_TCELL_DN : 1.88e-16
GSE9650_NAIVE_VS_MEMORY_CD8_TCELL_DN : 1.47e-17
KAECH_NAIVE_VS_MEMORY_CD8_TCELL_DN : 1.03e-18
GSE7460_CD8_TCELL_VS_CD4_TCELL_ACT_UP : 1.03e-18
LI_INDUCED_T_TO_NATURAL_KILLER_UP : 3.37e-13
Human Lymphoma_Piccaluga07_70genes (17304354-Table3s) : 1.23e-17
response to tumor cell : 1.00e-05
Human Breast_Reyal08_159genes (19014521-TableS6b) : 4.45e-31
MODULE_46 : 1.07e-30
MODULE_75 : 1.24e-31
MODULE_64 : 5.58e-18
MODULE_117 : 2.61e-13
MQ_NFKB : 1.40e-13
Mouse Lung_Beisiegel09_262genes (19795415-Table1) : 1.59e-27
cellular defense response : 2.52e-06
MODULE_171 : 1.30e-17
MODULE_208 : 4.26e-16
coreceptor activity : 8.18e-06
cell surface : 2.12e-07
external side of plasma membrane : 1.52e-12
side of membrane : 1.44e-11
immune effector process : 2.68e-12
defense response to other organism : 4.36e-06
defense response to virus : 2.32e-07
response to biotic stimulus : 1.32e-10
response to external biotic stimulus : 3.92e-09
response to other organism : 3.92e-09
response to virus : 3.61e-09
BOSCO_TH1_CYTOTOXIC_MODULE : 1.60e-29
GSE11057_NAIVE_VS_EFF_MEMORY_CD4_TCELL_DN : 2.44e-15
T cell chemotaxis : 2.21e-05
lymphocyte chemotaxis : 2.98e-05
chemokine-mediated signaling pathway : 6.67e-06
T cell migration : 4.16e-06
lymphocyte migration : 6.53e-07
cell chemotaxis : 2.70e-08
leukocyte chemotaxis : 7.37e-08
cell migration : 3.78e-05
leukocyte migration : 9.03e-11
chemokine receptor binding : 8.18e-06
cytokine receptor binding : 8.18e-06
positive regulation of lymphocyte migration : 1.13e-05
positive regulation of leukocyte chemotaxis : 1.25e-05
regulation of leukocyte chemotaxis : 4.09e-05
positive regulation of intracellular signal transduction : 5.26e-05
inflammatory response : 2.97e-09
positive regulation of response to external stimulus : 1.11e-07
regulation of response to external stimulus : 8.02e-07
adaptive immune response : 3.46e-07
T cell mediated immunity : 1.72e-08
leukocyte mediated immunity : 4.50e-06
lymphocyte mediated immunity : 3.26e-06
cytokine production : 5.64e-07
protein secretion : 3.31e-05
positive regulation of adaptive immune response : 1.24e-06
positive regulation of adaptive immune response based on somatic recombination of immune receptors built from immunoglobulin superfamil...
regulation of adaptive immune response : 4.53e-08
regulation of adaptive immune response based on somatic recombination of immune receptors built from immunoglobulin superfamily domain...
positive regulation of cell killing : 1.88e-05
positive regulation of immune effector process : 8.84e-06
regulation of immune effector process : 5.15e-06
positive regulation of cytokine production : 9.15e-08
regulation of cytokine production : 1.53e-06
regulation of interleukin-12 production : 3.91e-05
positive regulation of immune response : 4.55e-17
positive regulation of immune system process : 7.07e-22
regulation of immune response : 2.52e-21
positive regulation of defense response : 2.24e-05
regulation of defense response : 7.12e-10
positive regulation of alpha-beta T cell activation : 3.06e-06
regulation of alpha-beta T cell activation : 2.32e-07
positive regulation of alpha-beta T cell proliferation : 2.98e-05
regulation of alpha-beta T cell proliferation : 5.15e-06
positive regulation of T cell activation : 4.77e-19
regulation of T cell activation : 1.80e-19
positive regulation of cell activation : 4.99e-19
positive regulation of leukocyte activation : 1.80e-19
positive regulation of lymphocyte activation : 2.18e-18
regulation of cell activation : 4.99e-19
regulation of leukocyte activation : 5.08e-20
regulation of lymphocyte activation : 8.83e-21
positive regulation of T cell proliferation : 1.20e-10
positive regulation of leukocyte proliferation : 1.39e-09
positive regulation of lymphocyte proliferation : 1.00e-09
positive regulation of mononuclear cell proliferation : 1.11e-09
regulation of T cell proliferation : 2.31e-12
regulation of leukocyte proliferation : 6.79e-12
regulation of mononuclear cell proliferation : 4.69e-12
regulation of lymphocyte proliferation : 4.36e-12regulation of lymphocyte proliferation : 4.36e-12
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Gene

AIF1
LST1
CLEC7A
FCER1G
LY96
FYB
CTSS
LCP2
CCL4
CCL5
CCR5
FASLG
CXCR3
LYST
GBP3
NPC2
SAMHD1
MYO1F
CXCL11
CXCL10
CXCL9
DDX60
IDO1
HLA-F
IRF1
OASL
CASP1
CASP4
FGL2
IGSF6
AOAH
N4BP2L1
ALDH1A1
SLC31A2
SERPINA1
TYROBP
CLEC2B
GPR65
PSTPIP1
BTN3A2
C1ORF54
CLEC4A
CLIC2
CTSC
PLAC8
CXCR6
STAT4
CELF2
CPVL
LGALS2
TXNIP
SELPLG
TBC1D2B
CD97
BTN3A3
RARRES3
APOL6
APOL3
LAP3
VAMP5
GBP2
TNFSF10
GBP1
STAT1
TAP1
CD8A
CD8B
AMICA1
EOMES
GIMAP1
CRTAM
DOK2
ARL6IP5
NAP1L2
CD244
KLRD1
GGTA1P
GIMAP2
CD200R1
CDKN1B
ARHGEF3
FRMD4B
FAM105A
GPRIN3
MGC40069
TMEM71
SCML4
LRRC8C
ITM2B
KCNK5
ST8SIA1
ANKRD22
FAM26F
SAMD3
EIF4E3
GBP5
GLIPR2
CPNE8
CD300LF
CLEC12A
LPCAT2
PQLC3
RNF149
OSTM1
HNMT
C1ORF162
SPATA13
TMEM140
CARD16
AKAP7
C11ORF21
DDX60L
P2RY13
BTBD11
NMT2
HAPLN3
LOC439949
TC2N
ABCD2
TSPAN5
PLEKHF1
SLC35D2
AAK1
GABBR1#...
LAT#SPNS1
TNFSF12-T...
HS3ST3B1
MBOAT1
SLC9A9
PIK3R5
HNRNPLL
MVB12B
GIMAP8
GPR174
SARAF
TIFAB
TTC39B
GBP4
ETV7
PLA1A
GIMAP7
EPSTI1
DUSP16
GPR155
TRBV7-8
SCML1
SLC27A2
ATXN1
PRR5L
GALM
JAKMIP1
PPP2R2B
TIGIT
RAB27A
SLAMF7
CTSW
CD7
GZMM
CST7
PRF1
GZMK
GZMA
NKG7
GZMH
TRD
TARP
CD2
BCL11B
ITK
TCF7
CD247
CD3D
CD3G
TRAC
TRBC1
CD5
SIRPG
ICOS
CYLD
ARL4C
KLRB1
GIMAP6
GPR171
CD96
SH2D1A
DENND2D
CD6
IL32
LEPROTL1
MGAT4A
NELL2
PIK3IP1
ITM2A
INPP4B
UBASH3A
SPOCK2
PRKCH
GIMAP4
LPAR6
IPCEF1
CREBL2
WWP1
MAF
TIAM1
PDE3B
PLCL1
CTLA4
FYN
BTN3A1
SLA2
THEMIS
GIMAP5
CD28
CD3E
PRKCQ
ZAP70
GATA3
MAL
CCL19
IL15
IFNG
VCAM1
CCR2
XCL1
HLA-G
IL6ST
TNFSF13B
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