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p
e
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Name
GNF2_HCK : 2.10e-41
GNF2_CASP1 : 1.18e-33
GNF2_CARD15 : 8.22e-32
GNF2_PECAM1 : 2.26e-28
GNF2_TNFRSF1B : 1.25e-29
Human Leukemia_Marcucci08_696genes (18450603-Table3S) : 2.05e-35
GSE29618_BCELL_VS_MDC_DAY7_FLU_VACCINE_DN : 8.36e-34
GSE22886_NAIVE_BCELL_VS_NEUTROPHIL_DN : 4.12e-30
Blood_Module-1.5_Myeloid_lineage-1 : 2.35e-28
GSE10325_BCELL_VS_MYELOID_DN : 3.94e-54
GSE10325_LUPUS_BCELL_VS_LUPUS_MYELOID_DN : 1.05e-52
GSE10325_LUPUS_CD4_TCELL_VS_LUPUS_MYELOID_DN : 7.28e-50
GSE22886_NAIVE_BCELL_VS_MONOCYTE_DN : 2.00e-25
GSE22886_NAIVE_CD8_TCELL_VS_MONOCYTE_DN : 1.32e-41
GSE22886_NAIVE_CD4_TCELL_VS_MONOCYTE_DN : 4.59e-35
GSE22886_NAIVE_TCELL_VS_MONOCYTE_DN : 2.38e-36
GSE29618_MONOCYTE_VS_PDC_DAY7_FLU_VACCINE_UP : 1.32e-41
GSE29618_MONOCYTE_VS_PDC_UP : 4.12e-30
GSE29618_BCELL_VS_MONOCYTE_DAY7_FLU_VACCINE_DN : 6.61e-43
GSE29618_BCELL_VS_MONOCYTE_DN : 1.24e-37
GSE29618_MONOCYTE_VS_MDC_DAY7_FLU_VACCINE_UP : 4.12e-30
GSE29618_MONOCYTE_VS_MDC_UP : 1.39e-26
Monocyte_4x_U133plus : 1.60e-33
GSE24634_TEFF_VS_TCONV_DAY7_IN_CULTURE_DN : 1.39e-26
GSE24634_TEFF_VS_TCONV_DAY3_IN_CULTURE_DN : 9.63e-56
GSE24634_TREG_VS_TCONV_POST_DAY10_IL4_CONVERSION_DN : 2.38e-36
lytic vacuole : 2.00e-06
lysosome : 2.00e-06
vacuole : 1.28e-05
Human Leukemia_Toren05_224genes (16140871-SuppTable7) : 8.04e-42
JAATINEN_HEMATOPOIETIC_STEM_CELL_DN : 1.30e-41
POOLA_INVASIVE_BREAST_CANCER_UP : 2.24e-30
Human HeadandNeck_Martens06_209genes (16440291-SuppTable1) : 2.49e-28
SCHUETZ_BREAST_CANCER_DUCTAL_INVASIVE_UP : 1.32e-25
Human Lymphoma_VanLoo09_40genes (19797726-Table2b) : 4.95e-26
Human Lymphoma_VanLoo09_407genes (19797726-SuppTable1b) : 1.12e-120
Human Viral_Chetaille09_425genes (19096012-TableS3) : 2.92e-119
RUTELLA_RESPONSE_TO_CSF2RB_AND_IL4_DN : 9.50e-32
RUTELLA_RESPONSE_TO_HGF_VS_CSF2RB_AND_IL4_UP : 1.48e-34
Human Leukemia_Verhaak05_568genes (16109776-TableS1) : 1.60e-26
VERHAAK_AML_WITH_NPM1_MUTATED_UP : 5.23e-28
GSE17974_IL4_AND_ANTI_IL12_VS_UNTREATED_72H_ACT_CD4_TCELL_DN : 6.51e-28
GSE10325_BCELL_VS_LUPUS_BCELL_DN : 6.54e-29
GSE13484_UNSTIM_VS_YF17D_VACCINE_STIM_PBMC_DN : 2.00e-25
GSE22886_CTRL_VS_LPS_24H_DC_DN : 2.00e-25
Blood_Module-3.1_Interferon_inducible : 4.24e-32
GSE13485_CTRL_VS_DAY7_YF17D_VACCINE_PBMC_DN : 3.07e-66
GSE13485_DAY1_VS_DAY7_YF17D_VACCINE_PBMC_DN : 2.93e-44
GSE13485_DAY3_VS_DAY7_YF17D_VACCINE_PBMC_DN : 4.79e-39
GSE10325_MYELOID_VS_LUPUS_MYELOID_DN : 1.39e-26
GSE13485_CTRL_VS_DAY3_YF17D_VACCINE_PBMC_DN : 7.87e-53
GSE13485_PRE_VS_POST_YF17D_VACCINATION_PBMC_DN : 5.66e-50
HECKER_IFNB1_TARGETS : 6.11e-38
Human Leukemia_Takeda06_309genes (16818636-TableS2) : 5.20e-27
GSE14000_UNSTIM_VS_4H_LPS_DC_DN : 1.96e-36
GSE14000_UNSTIM_VS_4H_LPS_DC_TRANSLATED_RNA_DN : 2.38e-36
GSE18791_CTRL_VS_NEWCASTLE_VIRUS_DC_8H_DN : 4.31e-34
GSE18791_CTRL_VS_NEWCASTLE_VIRUS_DC_6H_DN : 4.12e-30
GSE18791_UNSTIM_VS_NEWCATSLE_VIRUS_DC_6H_DN : 1.56e-36
GSE18791_UNSTIM_VS_NEWCATSLE_VIRUS_DC_10H_DN : 5.45e-29
BROWNE_INTERFERON_RESPONSIVE_GENES : 5.45e-29
IFN_PMBC_2x_Up : 6.41e-30
IFN_meta : 4.94e-43
Human Breast_Desmedt08_95genes_STAT1_Module (18698033-tableS1-STAT1) : 2.45e-38
GSE1432_1H_VS_24H_IFNG_MICROGLIA_DN : 1.46e-32
GSE1432_CTRL_VS_IFNG_24H_MICROGLIA_DN : 2.93e-51
GSE1432_1H_VS_6H_IFNG_MICROGLIA_DN : 4.12e-30
GSE1432_CTRL_VS_IFNG_6H_MICROGLIA_DN : 1.32e-41
GSE24634_IL4_VS_CTRL_TREATED_NAIVE_CD4_TCELL_DAY3_DN : 6.74e-34
SANA_RESPONSE_TO_IFNG_UP : 1.42e-33
FULCHER_INFLAMMATORY_RESPONSE_LECTIN_VS_LPS_DN : 3.36e-69
Human Leukemia_Takeda06_475genes (16818636-TableS3) : 2.45e-28
immune effector process : 7.49e-23
defense response to other organism : 2.24e-12
defense response to virus : 4.57e-13
response to virus : 1.07e-13
response to biotic stimulus : 5.90e-18
response to external biotic stimulus : 2.58e-17
response to other organism : 2.58e-17
GSE24026_PD1_LIGATION_VS_CTRL_IN_ACT_TCELL_LINE_UP : 1.73e-25
Human Breast_Reyal08_159genes (19014521-TableS6b) : 7.48e-35
Human Prostate_Wallace08_489genes (18245496-SuppTable2) : 9.80e-46
WALLACE_PROSTATE_CANCER_RACE_UP : 1.16e-53
GSE34205_RSV_VS_FLU_INF_INFANT_PBMC_DN : 6.51e-28
Human Breast_Huang03_176genes_LNmetastasis (12747878-Table2) : 3.41e-28
cellular response to type I interferon : 4.93e-09
type I interferon signaling pathway : 4.93e-09
response to type I interferon : 5.84e-09
cytokine-mediated signaling pathway : 1.83e-11
cellular response to cytokine stimulus : 9.87e-12
response to cytokine : 1.35e-13
interferon-gamma-mediated signaling pathway : 3.33e-05
cellular response to interferon-gamma : 2.16e-07
response to interferon-gamma : 9.11e-10
Human Lymphoma_Knoops07_201genes (17483295-TableS1) : 4.60e-28
MODULE_5 : 2.62e-27
MODULE_45 : 7.66e-47
MODULE_84 : 2.49e-67
Human Lymphoma_Tome05_357genes (16081686-SuppTable2) : 3.13e-47
Lymph_node_DLBCL : 3.64e-58
MODULE_170 : 1.69e-29
MODULE_128 : 4.41e-27
MODULE_79 : 8.38e-27
IMMUNE : 5.16e-98
WIELAND_UP_BY_HBV_INFECTION : 3.91e-43
RODWELL_AGING_KIDNEY_UP : 1.50e-31
BOSCO_TH1_CYTOTOXIC_MODULE : 1.24e-37
Blood_Module-2.1_Cytotoxic_cells : 1.08e-42
GSE26495_NAIVE_VS_PD1LOW_CD8_TCELL_DN : 1.39e-26
DEURIG_T_CELL_PROLYMPHOCYTIC_LEUKEMIA_DN : 2.91e-27
Human Lymphoma_Chng09_209genes (18974375-TableS2) : 1.30e-41
Mouse Lung_Beisiegel09_262genes (19795415-Table1) : 3.11e-36
inflammatory response : 1.76e-12
chemokine receptor binding : 8.87e-06
cytokine receptor binding : 3.03e-05
cell chemotaxis : 1.01e-08
leukocyte chemotaxis : 2.16e-07
cell migration : 5.28e-06
cell motility : 3.38e-05
localization of cell : 3.38e-05
leukocyte migration : 7.40e-08
chemokine-mediated signaling pathway : 4.20e-09
positive regulation of monocyte chemotaxis : 2.55e-05
positive regulation of cell migration : 3.67e-05
positive regulation of locomotion : 3.41e-05
regulation of cell migration : 1.25e-05
regulation of cell motility : 3.33e-05
positive regulation of response to external stimulus : 1.16e-07
regulation of leukocyte migration : 1.38e-06
regulation of response to external stimulus : 4.26e-09
GSE10325_CD4_TCELL_VS_BCELL_UP : 4.79e-39
GSE10325_LUPUS_CD4_TCELL_VS_LUPUS_BCELL_UP : 3.53e-30
GSE3982_MEMORY_CD4_TCELL_VS_BCELL_UP : 6.54e-29
SMID_BREAST_CANCER_NORMAL_LIKE_UP : 4.37e-32
T cell receptor complex : 3.59e-08
T cell selection : 1.33e-05
T cell receptor signaling pathway : 2.84e-07
antigen receptor-mediated signaling pathway : 1.66e-07
immune response-activating cell surface receptor signaling pathway : 3.65e-09
immune response-regulating cell surface receptor signaling pathway : 1.92e-08
activation of immune response : 5.68e-14
immune response-activating signal transduction : 2.70e-11
immune response-regulating signaling pathway : 3.18e-11
positive regulation of immune system process : 4.26e-26
positive regulation of immune response : 9.76e-22
regulation of immune response : 1.51e-24
MODULE_46 : 6.24e-48
MODULE_75 : 3.40e-51
MODULE_64 : 1.79e-25
cellular defense response : 1.71e-07
MHC protein binding : 7.33e-06
cell surface : 3.51e-05
external side of plasma membrane : 8.33e-09
side of membrane : 2.42e-08
T cell mediated immunity : 1.24e-05
adaptive immune response : 1.16e-07

from immunoglobulin ...adaptive immune response based on somatic recombination of immune receptors built from immunoglobulin ...
leukocyte mediated immunity : 1.16e-07
lymphocyte mediated immunity : 2.72e-08
cytokine production : 1.33e-05
cell activation : 4.96e-15
leukocyte activation : 3.48e-14
T cell activation : 3.83e-12
lymphocyte activation : 3.07e-10
T cell differentiation : 2.13e-08
leukocyte differentiation : 7.88e-06
lymphocyte differentiation : 1.03e-06
cell activation involved in immune response : 1.74e-05
leukocyte activation involved in immune response : 1.74e-05
positive regulation of cytokine secretion : 2.32e-06
regulation of cytokine secretion : 2.18e-05
negative regulation of immune system process : 1.74e-07
negative regulation of cell activation : 1.16e-05
negative regulation of leukocyte activation : 4.59e-06
negative regulation of lymphocyte activation : 4.92e-06
negative regulation of cytokine production : 1.46e-05
positive regulation of cytokine production : 8.28e-06
regulation of cytokine production : 1.69e-11
positive regulation of cell activation : 2.39e-09
positive regulation of leukocyte activation : 9.82e-10
positive regulation of T cell activation : 8.38e-09
positive regulation of lymphocyte activation : 2.90e-08
regulation of T cell activation : 2.85e-11
regulation of cell activation : 3.03e-12
regulation of leukocyte activation : 2.61e-13
regulation of lymphocyte activation : 1.15e-12
regulation of T cell proliferation : 1.32e-06
regulation of leukocyte proliferation : 7.72e-07
regulation of lymphocyte proliferation : 5.01e-07
regulation of mononuclear cell proliferation : 5.43e-07
positive regulation of immune effector process : 5.00e-06
regulation of leukocyte mediated immunity : 4.17e-06
regulation of immune effector process : 6.46e-09
positive regulation of defense response : 5.68e-09
regulation of defense response : 2.45e-15
positive regulation of innate immune response : 1.98e-06
regulation of innate immune response : 1.37e-09
response to bacterium : 1.55e-06
response to lipopolysaccharide : 7.54e-06
response to molecule of bacterial origin : 1.61e-05response to molecule of bacterial origin : 1.61e-05
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