
S3 Figure: Interaction network for EcbHLH57 ortholog in Arabidopsis thaliana (AtILR3). A) Physical

interaction. B) Co-expression
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Ilr3- transcription factor ILR3, PYE -transcription factor bHLH47, BTS- zinc finger protein-like protein, RCD1- WWE

protein-protein interaction domain family protein, bHLH115- transcription factor bHLH115, AT1G05805- transcription factor

bHLH128, AT1G36980- uncharacterized protein, LRL1-transcription factor bHLH66, AT5G51170- uncharacterized protein,

AT3G10770- Single-stranded nucleic acid binding R3H protein, ALC- transcription factor ALC, ATG8C- autophagy-related

protein 8c, bHLH104- transcription factor bHLH104, AT4G16430- transcription factor bHLH3, YLS8- mRNA splicing factor,

thioredoxin-like U5 snRNP, BEE2-transcription factor BEE 2, AT5G51790- transcription factor bHLH120, AT5G42560-

HVA22-like protein, AT4G19880- Intracellular chloride channel-like protein, PYL5- abscisic acid receptor PYL5,

AT3G53390- transducin/WD40 domain-containing protein.


