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S4 Figure: Expression analysis of cell-cycle regulating genes in

EcbHLH57 expressing transgenic plants under normal growth

conditions. Graph depicting qRT-PCR analysis of cell-cycle regulating

genes. Data represent mean of three replications (n = 3) and bars indicate

standard error. The lowercase letters that are different indicate significant

difference (Duncan’s multiple range test, P<0.05) between means of

analyzed genes.
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