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Supplementary Figure 1. DP score vs Accuracy.  The DP score vs mean all by all 
pairwise backbone RMSD to the reference structure is plotted for all valid entries.  
The dashed line indicates the more stringent lower threshold of 0.75 for identifying 
reliable (RMSDs to reference < ~3 Å) models.  Symbols for each target are indicated 
on the right.  Open symbols indicate entries generated from truncated input 
sequences. 
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Supplementary Figure 2A. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR2876B target and entries, determined on the basis of 
pseudo-atom.	
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Supplementary Figure 2B. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR2876B target and entries, determined on the basis of 
residue.	
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Supplementary Figure 3A. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR2876C target and entries, determined on the basis of 
pseudo-atom.	
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Supplementary Figure 3B. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR2876C target and entries, determined on the basis of 
residue.	
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Supplementary Figure 4A. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR5460A target and entries, determined on the basis of 
pseudo-atom.	
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Supplementary Figure 4B. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR5460A target and entries, determined on the basis of 
residue.	
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Supplementary Figure 5A. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR6430A target and entries, determined on the basis of 
pseudo-atom.	
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Supplementary Figure 5B. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR6430A target and entries, determined on the basis of 
residue.	
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Supplementary Figure 6A. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR6470A target and entries, determined on the basis of 
pseudo-atom.	
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Supplementary Figure 6B. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR6470A target and entries, determined on the basis of 
residue.	
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Supplementary Figure 7A. Heatmap of the fractions of overlapping long-range NOE 
restraints between the YR313A target and entries, determined on the basis of pseudo-
atom.	
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Supplementary Figure 7B. Heatmap of the fractions of overlapping long-range NOE 
restraints between the YR313A target and entries, determined on the basis of residue.	
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Supplementary Figure 8A. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR8254A target and entries, determined on the basis of 
pseudo-atom.	
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Supplementary Figure 8B. Heatmap of the fractions of overlapping long-range NOE 
restraints between the HR8254A target and entries, determined on the basis of 
residue.	
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Supplementary Figure 9A. Heatmap of the fractions of overlapping long-range NOE 
restraints between the StT322 target and entries, determined on the basis of pseudo-
atom.	
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Supplementary Figure 9B. Heatmap of the fractions of overlapping long-range NOE 
restraints between the StT322 target and entries, determined on the basis of residue.	
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Supplementary Figure 10A. Heatmap of the fractions of overlapping long-range NOE 
restraints between the OR36 target and entries, determined on the basis of pseudo-
atom.	
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Supplementary Figure 10B. Heatmap of the fractions of overlapping long-range NOE 
restraints between the OR36 target and entries, determined on the basis of residue.	
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Supplementary Figure 11A. Heatmap of the fractions of overlapping long-range NOE 
restraints between the OR135 target and entries, determined on the basis of pseudo-
atom.	
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Supplementary Figure 11B. Heatmap of the fractions of overlapping long-range NOE 
restraints between the OR135 target and entries, determined on the basis of residue.	
  


