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Supplemental Figure S1: LC-HRMS/MS-spectrum of dehydro-HT2-glucoside, an in planta metabolite 
of HT-2 toxin and T-2 toxin. The chosen precursor (formate adduct) is marked with a diamond and the 
spectrum was acquired at a collision energy of 20 eV. 

 

 

 

 

Supplemental Figure S2: LC-HRMS/MS-spectrum of 3-acetyl-HT-2 toxin, an in planta metabolite of 
HT-2 toxin. The chosen precursor (ammonium adduct) is marked with a diamond and the spectrum was 
acquired at a collision energy of 10 eV. 

  



Supplemental Table S1. Results from the method validation (mean values (n= 3) ± relative standard 

deviation). Biological triplicates of the mock samples (variety Remus) of two treatment points (1 day 

and full ripening) were spiked on one level before extraction to obtain the apparent recovery (RA). 

Additionally, different dilutions of blank extracts of these biological triplicates were spiked on one level 

to obtain the values for signal suppression and enhancement (SSE) of the respective dilution. The 

extraction recovery (RE) was calculated from both values and for the relative standard deviation the 

propagation of uncertainty was considered.  

HT-2 toxin RA SSE (UD) SSE (1:10) SSE (1:50) RE 

1 day 132 ± 2.4 146 ± 3.0 117 ± 1.5 109 ± 0.6 91 ± 4.2 

full ripening 124 ± 13 114 ± 13 137 ± 6.4 113 ± 3.6 109 ± 17 

HT-2 toxin 3-O-β-glucoside RA SSE (UD) SSE (1:10) SSE (1:50) RE 

1 day 129 ± 2.1 130 ± 4.0 111 ± 0.7 106 ± 0.3 99 ± 4.6 

full ripening 121 ± 4.3 112 ± 8.0 133 ± 4.5 112 ± 1.3 108 ± 8.4 

T-2 toxin RA SSE (UD) SSE (1:10) SSE (1:50) RE 

1 day 96 ± 3.5 99 ± 3.5 105 ± 1.6 104 ± 1.3 97 ± 5.1 

full ripening 65 ± 30 59 ± 34 122 ± 6.3 108 ± 3 0 112 ± 41 

3-acetyl-T-2 toxin RA SSE (UD) SSE (1:10) SSE (1:50) RE 

1 day 74 ± 3.0 79 ± 3.5 97 ± 0.5 105 ± 0.4 94 ± 4.9 

full ripening 56 ± 31 52 ± 34 97 ± 2.3 104 ± 1.7 108 ± 42 
 

UD – “undiluted” sample = 1000 µg/kg in wheat corresponds to 200 µg/L in the extract, 1:10 (v/v), 1:50 

(v/v) – different dilutions of the raw extract in acetonitrile-water (50:50, v/v) 

 


