0.12 aco|Aquilegia coerulea Aquca 005 00211.1
bdi|Brachypodium distachyon Bradilgl18780.1
sbi|Sorgum bicolor v1.4 Sb02g041980.1

0.64 0.43 zma|Zea mays GRMZM2G327692 T01
0.23 zmal|Zea mays GRMZM2G037189 TO1
0.54 pvi|Panicum virgatum v0.0 Pavirv00025393m
0.07 pvi|Panicum virgatum v0.0 Pavirv00004900m
031 0.04 pvi|Panicum virgatum v0.0 Pavirv00068884m
ol 0.05pha|Panicum hallii v0.5 Pahal.0110s0059.1

0.10-sit|Setaria italica Si031348m
osa|Oryza sativa LOC Os079g46670.2
0.47 bdi|Brachypodium distachyon Bradilg62300.1
0.38 osa|Oryza sativa LOC 0s03g23010.1
sit|Setaria italica Si037835m

0'800_2 4 pvi|Panicum virgatum v0.0 Pavirv00027437m
0.07 pha]Panicum hallii v0.5 Pahal.0073s0105.1

0.05 pvi|Panicum virgatum v0.0 Pavirv00024803m

008 pvi|Panicum virgatum v0.0 Pavirv00052978m

“0.48 sbi|Sorgum bicolor v1.4 Sb01g035250.1
0.15zmal|Zea mays GRMZM2G181551 T02
0.49-zmal|Zea mays GRMZM5G845782 T02
zmal|Zea mays GRMZM2G045178 TO1
spo|Spirodela polyrhiza v2 Spipo27G0016100
0.76 f==smo|Selaginella moellendorffii v1.0 441682
0.98=ppp|Physcomitrella patens v3.1 Pp3c8 13720V1.1
ppp|Physcomitrella patens v3.1 Pp3c24 6320V1.1
pvi|Panicum virgatum v0.0 Pavirv00057401m
0.97 0.64  shi|Sorgum bicolor v1.4 Sb09g015910.1
030 zma|Zea mays GRMZM2G093325 T02
= 0.16 pvi|Panicum virgatum v0.0 Pavirv00017628m
0.18 phal|Panicum hallii vO.5 Pahal.0150s0007.1
0.47 Sit|Setaria italica Si023506m
0.74 osa Oryza sativa LOC 0s05g27780.1
bdi|Brachypodium distachyon Bradilgl11710.1
spo|Spirodela polyrhiza v2 Spipo23G0042900
pvu|Phaseolus vulgaris Phvul.008G219700.1
———|1tf|Medicago truncatula Medtr5g083690.1

(%%9 p——1eS|Manihot esculenta cassava4.1 019051m

&i‘ 0.50pm=gmx|Glycine max Glyma02g42860.1
0.18 mx|Glycine max Glymal4g05980.2
11 0.66™===mgu|Mimulus guttatus v1.1 mgvla015167m

*=0.97=stu|Solanum tuberosum PGSCO0003DMT400061524
ly]Solanum lycopersicum 0042408931

atr|Amborella trichopoda v1.0 scaffold00023.50
I fve|Fragaria vesca mrna21290.1-v1.0—hybrid

Q01 0.50===mdo|Malus domestica MDP0000563240
1 %0.34emdo|Malus domestica MDP0000307941
0.01 l-l--ppe|Prunus persica ppa012915m

"I gr|Eucalyptus grandis Eucgr.G03104.1
! I pop|Populus trichocarpa Potri.010G182800.1

01 0'050 | T=====rCO|RiciNnus communis 29729.m002310
_I =03 —poplPopqus trichocarpa Potri.008G074600.1
001 = =|lus|Linum usitatissimum Lus10040964
Qo1 ‘-I "l—lus|L|num usitatissimum Lus10009847
sa|Cucumis sativus Cucsa.136830.1
0.01 0.96 EgsilCitrus sinensis orangel.1g032323m
cl|Citrus clementina Ciclev10033013m
pa|Carica papaya evm.model.supercontig 19.111
1 vvi|Vitis vinifera GSVIVT01032732001

0.45==gra|Gossypium raimondii Gorai.012G079800.1
*0.30mtcal| Theobroma cacao ThecclEG042419t1
ra|Gossypium raimondii Gorai.013G015700.1
lus|Linum usitatissimum Lus10019769
lus|Linum usitatissimum Lus10016358
027 mtr|Medicago truncatula Medtr3g023110.1
'-636—pvu|Phasequs vulgaris Phvul.005G033200.1
*=0.44mgmx|Glycine max Glyma04g28560.1
mx|Glycine max Glymallg20940.1
056 f===pop|Populus trichocarpa Potri.003G202500.1
|_0.41-pop|Popqus trichocarpa Potri.001G023100.1
mes|Manihot esculenta cassava4.1 017967m
Q08 (15 p===csa|Cucumis sativus Cucsa.335550.1
_I l—O .33mcpalCarica papaya evm.model.supercontig 197.11
0.04 tcalTheobroma cacao Thecc1EG019501t1
0.99 EgsﬂCltrus sinensis orangel.1g031370m
- cl|Citrus clementina Ciclev10032949m
88Eath|Arab|dopS|s thaliana CID2 AT4G14270
.97 aly|Arabidopsis lyrata 493483
so==shra|Brassica rapa Bra032775
.76mcru|Capsella rubella Carubv10005896m
tha|Thellungiella halophila Thhalv10026475m
r———\\||VitiS Vinifera GSVIVT01000857001
0.09 aco|Aquilegia coerulea Aquca 014 00689.1
o | I mgu|Mimulus guttatus v1.1 mgv1a015406m
0-.107 0.94pmstu|Solanum tuberosum PGSC0003DMT400076750
0.32
Q

H

0.75

0.15

cmad?

ly|Solanum lycopersicum Solyc10g079820.1.1

.08 0.71===mgu|Mimulus guttatus v1.1 mgv1a015076m
*0.77mstu|Solanum tuberosum PGSCO0003DMT400019731
ly|Solanum lycopersicum Solyc04g017690.2.1
0.27 ra|Gossypium raimondii Gorai.013G002700.1
Q.10 tca|Theobroma cacao ThecclEG024484t1

sa|Cucumis sativus Cucsa.004230.1
003 047 p===ppe|Prunus persica ppa012883m
 o.63=mdo|Malus domestica MDP0000557979
0.25 l'l-»mdo|MaIus domestica MDP0000518147
21 p——fye|Fragaria vesca mrna21941.1-v1.0-hybrid
Q28 0095 EgsuCltrus sinensis orangel.1g031463m
0.24 cl|Citrus clementina Ciclev10006124m
*=0.sg===pvu|Phaseolus vulgaris Phvul.001G127900.1
=0.79===mtr|Medicago truncatula Medtr7g090630.1
006 *0.60mgmx|Glycine max Glyma03g28760.2
mx|Glycine max Glymal9g31501.1
0.13 ===rco|Ricinus communis 28470.m000431
0.56mcpa|Carica papaya evm.model.supercontig 5.215
gr|Eucalyptus grandis Eucgr.A02291.1
|—mes|l\/|an|hot esculenta cassava4.1 018358m
Q0> 0.97pmlus|Linum usitatissimum Lus10031029

_303 lus|Linum usitatissimum Lus10035419

0.07 *0.14==mes|Manihot esculenta cassava4.1 034338m
: *0.89mpop|Populus trichocarpa Potri.006G044600.1
pop|Populus trichocarpa Potri.016G041600.1
p—=ath|Arabidopsis thaliana CID1 AT2G41430
|_ 98-Ius|L|num usitatissimum Lus10018018
0.25 lus|Linum usitatissimum Lus10042014
'-(! ———)a|Brassica rapa Bra016934

% {3 | Thellungiella halophila Thhalv10017353m
M .0_65E§ru|CapseIIa rubella Carubv10024225m
0.32 ru|Capsella rubella Carubv10024216m
0.12===pra|Brassica rapa Bra000227
*=0.56maly|Arabidopsis lyrata 483215
aha|Arabidopsis halleri v1.1 Araha.8705s0003.1
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0.30 f=smo|Selaginella moellendorffii v1.0 441682
1.00ppp|Physcomitrella patens v3.1 Pp3c8 13720V1.1
0.58 l'l-ppp|PhyscomitreIIa patens v3.1 Pp3c24 6320V1.1
0L bdi|Brachypodium distachyon Bradilg11710.1
'-'0 4o osa Oryza sativa LOC 0Os05¢g27780.1
sit|Setaria italica Si023506m
0.270.63 sbi|Sorgum bicolor v1.4 Sb09g015910.1
0.59 zmalZea mays GRMZM2G093325 T02
0.52 pVvi|Panicum virgatum v0.0 Pavirv00017628m
0.29pha|Panicum hallii v0.5 Pahal.0150s0007.1
pvi|Panicum virgatum v0.0 Pavirv00057401m
0.16 pvu|Phaseolus vulgaris Phvul.008G219700.1
spo|Spirodela polyrhiza v2 Spipo23G0042900

|_aco|AqU|Ieg|a coerulea Aquca 005 00211.1
0.02 atr|/Amborella trichopoda v1.0 scaffold00023.50
"|I 0.43 r—mdo|Malus domestica MDP0000563240

0

.05 0.29mdo|MaIus domestica MDP0000307941
"I l'l-ppe|Prunus persica ppa012915m

0.15 mtr|Medicago truncatula Medtr5g083690.1
0 .

.03 5 [T gmX|Glycine max Glyma02g42860.1
'0 g7====rco|Ricinus communis 29729.m002310
lb'lz—meslManlhot esculenta cassava4.1 019051m
0.4 &5 a™=gmx|Glycine max Glymal4g05980.2
®0.e5=mgu|Mimulus guttatus v1.1 mgv1a015167m
*0.85stu|Solanum tuberosum PGSC0003DMT400061524
sly|Solanum lycopersicum 0042408931
gr|Eucalyptus grandis Eucgr.G03104.1
p—f\/¢|Fragaria vesca mrna21290.1-v1.0—-hybrid
% 01|_pop|Popqus trichocarpa Potri.010G182800.1
0 03 [cpa|Car|ca papaya evm.model.supercontig 19.111
o oL wvi|Vitis vinifera GSVIVT01032732001
p—=Csa|Cucumis sativus Cucsa.136830.1
0 01 0.52 [Ius|L|num usitatissimum Lus10040964
001 lus|Linum usitatissimum Lus10009847
=g 0.82pcsi|Citrus sinensis orangel.19g032323m
0.06 cl|Citrus clementina Ciclev10033013m
‘O'lg—pop|Popqus trichocarpa Potri.008G074600.1
*0.46=grajGossypium raimondii Gorai.012G079800.1
*0.35tca| Theobroma cacao ThecclEG042419t1
ra|Gossypium raimondii Gorai.013G015700.1
0.87 si|Citrus sinensis orangel.1g031370m
cl|Citrus clementina Ciclev10032949m
spo|Spirodela polyrhiza v2 Spipo27G0016100
bdi|Brachypodium distachyon Bradilg18780.1
0.23 osa|Oryza sativa LOC Os07g46670.2

0.36

0.58

0.55 0.34 -zmal|Zea mays GRMZM2G327692 T01
0.24 0.23 zma|Zea mays GRMZM2G037189 TO1
0.38 N OB pvi|Panicum virgatum v0.0 PavirvO0004900m

0.02 pvi|Panicum virgatum v0.0 Pavirv00068884m
0.02 ~pvi|Panicum virgatum v0.0 Pavirv00025393m
0.30 0.02"-shi|Sorgum bicolor v1.4 Sb02g041980.1
0.06sit|Setaria italica Si031348m
pha|Panicum hallii vO.5 Pahal.0110s0059.1
0.49 ~o0salOryza sativa LOC 0s03g23010.1
bdi|Brachypodium distachyon Bradilg62300.1
O 0.30 g.g2ZMalZea mays GRMZM2G045178 TO1
0.26"Shi|Sorgum bicolor v1.4 Sb01g035250.1
0gg 0-31zma|Zea mays GRMZM5G845782 T02
zma|Zea mays GRMZM2G181551 T02
0.76 pvi|Panicum virgatum v0.0 Pavirv00052978m
008 Sit|Setaria italica Si037835m
0.08pVvi|Panicum virgatum v0.0 Pavirv00024803m

0.13pha|Panicum hallii v0.5 Pahal.0073s0105.1
pvi|Panicum virgatum v0.0 Pavirv00027437m

sa|Cucumis sativus Cucsa.335550.1
I I—tca|Theo_bro_ma cacao ThecclEG019501t1
0.10

0,05 aco|Aquilegia coerulea Aquca 014 00689.1
-I ' 0.so==mtr|Medicago truncatula Medtr3g023110.1
0.08 %.80=gmx|Glycine max Glymal1g20940.1

*0.29pvu|Phaseolus vulgaris Phvul.005G033200.1
mx|Glycine max Glyma04928560.1
0.67slus|Linum usitatissimum Lus10019769
0.02 0.15 ®lus|Linum usitatissimum Lus10016358
0.72=pop|Populus trichocarpa Potri.001G023100.1
*0.25mes|Manihot esculenta cassava4.1 017967m
pop|Populus trichocarpa Potri.003G202500.1
097 =opra|Brassica rapa Bra032775
0.6 %5 s7==tha|Thellungiella halophila Thhalv10026475m
0.01 *0.12=ath|Arabidopsis thaliana CID2 AT4G14270
*0.23aly|Arabidopsis lyrata 493483
"Lcru|CapseIIa rubella Carubv10005896m
l—cpa|Car|ca papaya evm.model.supercontig 197.11
wvi|Vitis vinifera GSVIVT01000857001
pop|Populus trichocarpa Potri.006G044600.1
_ pop|Populus trichocarpa Potri.016G041600.1
"I 0.21=mgu|Mimulus guttatus v1.1 mgv1a015406m
0

0.92stu|Solanum tuberosum PGSCO0003DMT400076750
16 025 “Lsly|Solanum lycopersicum Solyc10g079820.1.1
0.69=Mgu|Mimulus guttatus v1.1 mgv1a015076m
*0.71stu|Solanum tuberosum PGSCO0003DMT400019731
"ley|SoIanum lycopersicum Solyc04g017690.2.1
ra|Gossypium raimondii Gorai.013G002700.1
0.93lus|Linum usitatissimum Lus10031029
OigELIu3|Linum usitatissimum Lus10035419
0.72lus|Linum usitatissimum Lus10018018
lus|Linum usitatissimum Lus10042014
gr|Eucalyptus grandis Eucgr.A02291.1
sa|Cucumis sativus Cucsa.004230.1
0,1 1z==mes|Manihot esculenta cassava4.1 018358m
*0.19=tcal|Theobroma cacao ThecclEG024484t1
*0.12rco|Ricinus communis 28470.m000431
mes|Manihot esculenta cassava4.1l 034338m

pa|Carica papaya evm.model.supercontig 5.215
I 0.25 |—fve|Fragar|a vesca mrna21941.1-v1.0-hybrid
0.

0.24 0.39

06 92csi|Citrus sinensis orangel.1g031463m
"I "LCCI|C|trus clementina Ciclev10006124m
0 ppe|Prunus persica ppa012883m

%5 ;7™==mdo|Malus domestica MDP0000518147
8I—pvu|Phasequs vulgaris Phvul.001G127900.1
.18 %5 gsmgmx|Glycine max Glymal19g31501.1
-I %0.39gmx|Glycine max Glyma03g28760.2
0.

-2|L°'3612 mdo|Malus domestica MDP0000557979
0

mtr|Medicago truncatula Medtr7g090630.1
ath|Arabidopsis thaliana CID1 AT2G41430
s ssmmmmef)[g|Brassica rapa Bra000227
e | y|Arabidopsis lyrata 483215
060 07 aha|Arab|dopS|s halleri v1.1 Araha.8705s0003.1
tha|Thellungiella halophila Thhalv10017353m
o ogncru|CapseIIa rubella Carubv10024216m
*0.09cru|Capsella rubella Carubv10024225m
bra|Brassica rapa Bra016934
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