
A. Raw illumina sequencing data
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B. Number of loci from de novo assembly
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C. Genomic distribution of RAD loci
(Kbp mapped per 1Mbp)
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D. Sequencing coverage and 
genomic coverage

Number of reads 
 (per bp)

Total length of mapped 
RAD loci (Mbp)

Ovenbird

Black-throated 
Blue Warbler

Eastern/Western 
Meadowlark Red-winged 

Blackbird

Pine Siskin
American Goldfinch

Veery
Eastern Bluebird
Pygmy Nuthatch

Red-breasted Nuthatch

Northern Rough-winged 
Swallow

Purple MartinRed-headed 
WoodpeckerRed-bellied Woodpecker

Red-breasted sapsucker
Williamson’s 
Sapsucker

40.9Mbp5.87X


