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All Tumors Basal Luminal A Luminal B HER2 Enriched
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B.

C.

D.

Hetloss Diploid Gain Amp

All tumors Basal Luminal A HER2 enriched

No. Cases 825 81 235 133 58 
No. Amplified  37 15 5 3 3 
% Amplified 4.5% 18.5% 2.1% 2.3% 5.2% 

95% CI 3.2%, 6.1% 10.8%, 28.7% 0.7%, 4.9% 0.5%, 6.5% 1.1%, 14.4% 

Luminal B

E.

BCL9, Putative copy-number alterations from GISTIC

P=0.0107

A.


