
Y. Zhang and M. S. Sachs 16 SI 

 

 
 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

Figure S1   Proteins sequence alignments of eIF4A3, Y14 and Mago. 

Protein sequence alignment showing sequence conservation of (A) eIF4A3 and eIF4A, (B) Y14, (C) Mago; alignments and phylogenetic trees were 

constructed with CLUSTALW using DNASTAR (version 11.2.1). Completely conserved residues are highlighted in yellow.  

 

 

 

 


