Table S1 Sequence of primers.

Primer Sequence

dsxOD3 5 TGGARAARTGYCGMYTRACNGCSGAYCG 3’
dsxOD7 5" GTATCACATACATNARNGGC 3’

dsxSccom 5" GGTCAGAACATAAGCGAAGTG 3’

dsxScl 5" ATCGTCGGGATTCCCTTACG 3’

dsxMSc 5 TGTACTTCTAGGTAAAACGCAG 3’

dsxM2Sc 5 CACTCATGGCTTTTATCATAAT 3’

dsxFSc 5" GTCCGTTCCACAATTGACATG 3’

GW17 5'TCGTGTTATCATCCCCGTTTGGTATCG3’

GW19 5'TCAATCCATCGCATTCGCTTAATTAC3’
dsxcom1 5'CGTCACCGTCATTGACACCTGATCAG3’

elil-1 5" ATAAGAATGCGGCCGCCGTCATTGACACCTGATCAG 3’
elj1-2 5" GCTCTAGATGCTAATCACGACACAGACG 3’
ile2i2-1 5 GCTCTAGATGAAAGAAGGAAATCCTAAGTC 3’
ile2i2-2 5" TGCACTGCAGGTTTTAGGACCAGGATGAGC 3’
i2e3i3-1 5" TGCACTGCAGTTCTGACTGTACTTTTGTTAGC 3’
i2e3i3-2 5" CCCTCGAGGTCTCGATCAAGGATGTCTG 3’
i3e4-1 5" CCCTCGAGAATCAATACGATACTGAGCATC 3’
i3e4-2 5" GGGGTACCTAAATTCAATCCATCGCATTCG 3’
pGexdsxC 5  GGAATTCGAATGGTCTCTAATGATATATCTG 3’
PGexdsxC2 5'CCAAGCTTGTCAGCCAGGCTTATAATGAGTATCC3’
pGexdsxF 5'CCAAGCTTGGTCCGTTCCACAATTGACATG 3’
pGexdsxM 5" CCAAGCTTGTGTACTTCTAGGTAAAACGCAG 3’
DsxSo1 5" TATGCTCATCATCTCACAATAG 3’

dsxMSo 5" TGTAACTATAGTTGTAGAGTGC3’

dsxFSo 5" CAACAACCTCAACATATACGAC 3’

rp49.1 5’ ATCCGCCACCAGTCGGATC 3’

rp49.2 5 TGGCGCGCTCGACAATCTC 3’

rpl10.1 5" GAGTGCATCCATTCCACGT 3’

rpl10.2 5 GTATTTGACGTTGCAACCGT 3’

yp2Dm1 5 GTCGTTGAGGCCACCATGC 3’

yp2Dm2 5 GGAGTGGTTCGCTCGCATG 3’

M13 Forward 5" GTAAAACGACGGCCAG 3’

M13 Reverse 5" CAGGAAACAGCTATGAC 3’

Oligo d(T) 5’ TGC CAC GCT CGA CTA GTA CGTnz; 3’

T30 5 Tnzo 3’

AnchorT 5" GCCACGCGTCGACTAGTACGTn2, 3’

Anchor 5" GCCACGCGTCGACTAGTACG 3’

The highlighted black bases indicate the restriction sites used in the construction

of the DScmg mini-gen and GST fusion proteins of S. coprophila.
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