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Figure S4   Overlay of the speed (black) and the probability of responding by reversals (red) QTL on 

chromosome X. The horizontal dashed lines represent genomewide significance thresholds. The 

vertical dashed lines represent the peak of the respective QTL. B) The breakpoints on the X-

chromosomes (X-axis:physical position in basepairs)  of introgression lines (Y-axis) as determined by 

whole genome sequencing. Blue indicates Hawaii markers whereas orange indicates Bristol markers. 

The vertical red-dashed line represents the position of npr-1. The black and the white vertical dashed 

lines represent the proximal and distal QTL intervals respectively. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


