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Additional file 14. Enrichment map analysis of the genes induced by helveticoside treatment in A549 cells. The network structure of
the GO terms was constructed by implementing the Enrichment map plugin for Cytoscape. The simple GO enrichment results from 1,093
genes with the down-regulated pattern and 824 genes with the up-regulated pattern were used as input data. Each node represents a GO
term sized proportionally to the number of genes encompassed by that GO term. The edge thickness signifies the closeness of the two
nodes measured by their number of common genes. The representative biological functions for the groups of nodes are shown.


