Supplementary Figures:

cGMP dependent protein kinasel

(E5S111 TRISP, Trichinella spiralis)

(G4LX39 SCHMA, Schistosoma mansoni)

(Q8I1719_PLAF7, Plasmodium falciparum)

cAMP dependent protein kinase reqgulatory chain

(G4LUC8_SCHMA, Schistosoma mansoni )

(F1ILA32_ASCSU, Ascaris suum)

(Q7KQKO_PLAF7, Plasmodium falciparum)

(Q4Y575 PLACH, Plasmodium chabaud,i)

Supplementary Figure 1. Domain organization observed in pathogenic protein
kinases and regulatory sub-domains with CNB domains. D/D: dimerization/docking
domain of PKA-R.
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Supplementary Figure 2. Alignment of Plasmodium CNB domains with inserts. The
insert regions are highlighted in red. The first sequence in the alignment is the
reference sequence (1RGS 2n domain).





