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A
Genotype at | Numbers observed in
Gamete type| . . . . .
Site A* SiteB SiteC SiteD SiteE [ rec-1(+) rec-1(h2875)
i B B B B B 38 27
i H H H H H 29 41
iii B H H H H 8 5
iv H B B B B 10 2
v B B H H H 1 6
Vi H H B B B 2 5
vii B B B H H 2 4
viii H H H B B 1 7
iX B B B B H 4 4
X H H H H B 3 5
with >1 (not observed) 0 0
crossover
Total 98 106
B
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CLUSTAL 2.1 multiple sequence alignment
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Wild type

rec-1(h2875)




