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Supplements

Figure S1: 16S rRNA amplicon clustering to genera for the emulsion and sausage
microbiome. The samples originating from the same raw materials are clustered together.
Figure S2: Phylogenetic tree of the OTUs classified as Yersinia and selected reference
sequence. OTU denovo2230, similar to Yersinia pseudotuberculosis, contained a total of
3,438 sequences.

Figure S3: Hindlll ribopatterns of LAB from cultured surface, air and product samples. The
numerical analysis of pattern similarities is presented as a dendrogram and converted to
percentages for convenience. Bands on the left have high molecular masses of 23 kbp; those

on the right have low molecular masses of 1,000 bp.

Table S1. Number of OTUs and alpha diversity indices for each sample.

Table S2. Detailed results for OTU relative abundance in all samples

Table S3. Bacterial levels in raw material, sausage emulsion and sausages on both MRS
(LAB) and PCA (total bacteria) agar.

Table S4. Sensory evaluation results and LAB levels in sausages analyzed on last day of shelf
life

Table S5. Results from numerical analysis of Hindlll ribopatterns based on the origin of

sample.
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AF36637 7Yersinia bercovieri
AF366375Yersinia pseudotuberculosis
denovo2230

denovo4305

denovo1573

denovo5649

AJ627597Yersinia aleksiciae
denovo497/

AF366385Yersinia rucker!
denovo459

AY928394Francisella philomiragia

DQ400782Yersinia sp

AF366378Yersinia enterocolitica
FJ717338Yersinia nurmil

FJ717344Yersinia enterocolitica subsp. palearctica
denovo2151

AF366382Yersinia mollaretil

GQ451990Yersinia pekkaneni

AF366376Yersinia aldovae

AF366379Yersinia frederikseni
AF366380Yersinia intermedia
AF366381Yersinia kristenseni
AF366384Yersinia rohdel
AM182404Yersinia similis

EF179119Yersinia massiliensis

AF366383Yersinia pestis
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