#NEXUS

[!Created by MacVector on Oct 23 2006 at 11:42:15.]

BEGIN DATA;

DIMENSIONS NTAX=24 NCHAR=399;
FORMAT MISSING=X GAP=- INTERLEAVE DATATYPE=PROTEIN;

MATRIX
Podocoryne VEGFR
NvFGFR3

NvEFGFR4

Mus_ FGFR3
Gallus FGFR3
XLaevisMGC80912
Xlaevis FGFR4
Xlaevis FGFRI1
NvEFGFR1

Homo FGFR2
Danio FGFR2
Homo FGFR1
Danio FGFR4

Mus FGFR4
Apis XP 3966492
Ciona FGFR

AnophelesXP 5628661
AnophelesXP 3127912
Gallus FGFR _XP 4144741

Drosophila HTL
Drosophila BTL
Dros p GA20192PA
Celegans_ EGL15
Danio FGFR1

Podocoryne VEGFR
NvFGFR3

NvEFGFR4

Mus_ FGFR3
Gallus_ FGFR3
XLaevisMGC80912
Xlaevis FGFR4
Xlaevis FGFRI1
NvEFGFR1

Homo FGFR2
Danio FGFR2
Homo FGFRI1
Danio FGFR4

Mus FGFR4
Apis XP 3966492
Ciona FGFR

AnophelesXP 5628661
AnophelesXP 3127912
Gallus FGFR _XP 4144741

Drosophila HTL
Drosophila BTL
Dros p GA20192PA
Celegans_ EGL15
Danio FGFR1

OSSELPYDMDWEFPRSKISLIKTLGSGAFGQVWLAEAEGIHGFKPRDKSSSASKRRKSEQ
SEIELPLDEEWELDRSQISLLGILGEGAFGRVVKADAIGLPN--—-—-—-==—=——=—-———————
-PATLPVP-CQVIPTSNIILHEYLGSGEFGVVTRGEMTTDDG--—-==-=—-=——=————————
SELELPADPKWELSRTRLTLGKPLGEGCFGQVVMAEAIGIDK-—-—-==—==—=—=—=——=——————
SELELPPDPKWELARSRLTLGKPLGEGCFGQVVMAEAIGIDK-—-—-==-==—=—=————————
SELGLPLDPKWELLRSRLTLGKPLGEGCFGQVVMAEAIGIDK-—-—-==-==—=—=——=——————
MEVELPLDAKWEFPRDRLVLGKPLGEGCFGQVVRAEGYGIDK-—-—-==-====—=——=——————
SEYELPEDPRWEVARDRLILGKPLGEGCFGQVVMAEAIGLDK-—-—-==-==—==—=————————
DEYELPIDEDWEIDRSQITIKEQLGEGAFGLVMKAEALGLTD----=--==-==-—==——————
SEYELPEDPKWEFPRDKLTLGKPLGEGCFGQVVMAEAVGIDK--—-==-==—==——=————————
PEYDLPEDPRWEFSRDKLTLGKPLGEGCFGQVVMAEALGIDK--—-==-==—===————————
SEYELPEDPRWELPRDRLVLGKPLGEGCFGQVVLAEAIGLDK-—-—-==-=—-==——=————————
MEFELPYDPDWEFPRENLTLGKPLGEGCFGQVVRAEAYGINK---—-=-==-=—==————————
VNLDLPLDPLWEFPRDRLVLGKPLGEGCFGQVVRAEAFGQVVRA--—--—=-——————————
SEYELPVDSAWELPREHLTLGNTLGEGAFGKVVRAQTNTGKP-----—-—-=—-=—=———————
IEINIQPDLOWELKREDILLHERIDEGFFGQVFRADLIRCAG-—-=-=-=-=-=—=—=-———————
SEYEFPIDLNWEFPRNKLHLGKSLGEGMFGKVVMAEAHGLVK---==-==-=—=—=————————
SEYEFPIDLNWEFPRNKLHLGKSLGEGMFGKVVMAEAHGLVK---==-==-=—=—=————————
VELDLPLDSKWEFPREKLVLGKPLGEGCFGQVVRAEAYGIDR--—-=-—-=-—==-—=—-————————
NEYEFPLDSNWELPRSHLVLGATLGEGAFGRVVMAEVN--—-—=—-—=—-———————————————
NEYEFPLDSNWEIPROQLSLGSILGEGAFGRVVMAEAEGLPR-—-—-—-=-==-===——=——————
NEYEFPLDSNWELPRGOQLVLGATLGEGAFGRVVMAEVN--—-—=—-———=——————————————
SEYEVDSDPVWEVERSKLSLVHMLGEGAFGEVWKATYKETEN--—--—-—-—-—=—-—=————————
SEYELPODPRWEVQRDRLVLGKPLGEGCFGQVMMAEAMGMDK--—==-===——=————————

KGORRRYHSLSIRYRKQLNVEEVTSLEKSMVAVKTLKDDAAEGEYKDLASELKILIHLGE

—————————————————————————— RTVDCAVKSIKGFASEEALRDLVQELELMHSVGH
—————————————————————— DRTAKPVTVAVKMLKDDATDKDLSDLVSEMEMMKMIGK
—————————————————————— DKPNKAITVAVKMLKDDATDKDLSDLVSEMEMMKMIGK
—————————————————————— ERPNKPVTVAVKMLKDDATDKDLSDLVSEMEMMKMIGK
—————————————————————— ERPEKPVTVAVKMLKDNGTDKDLSDLISEMELMKVIGK
—————————————————————— EKPNKVTKVAVKMLKSDASEKDLSDLISEMEMMKMIGK
———————————————————————— MPYRHTVAVKMLKADATENELADLLSEMDTMKNIGS
—————————————————————— DKPKEAVTVAVKMLKDDATEKDLSDLVSEMEMMKMIGK
—————————————————————— DKPKEAVTVAVKMLKDDATEKDLSDLVSEMEMMKMIGR
—————————————————————— DKPNRVTKVAVKMLKSDATEKDLSDLISEMEMMKMIGK
—————————————————————— ENQDHMATVAVKMLKDDATDKDLADLISEMELMKVMDK
——————————————— EAFGMDPSRPDQTSTVAVKMLKDNASDKDLADLVSEMEVMKLIGR
——————————————————————— G--IPCVVAVKMLKEGHTDAEMMDLVSEMEMMKMIGK
——————————————————————— GRKEKVDAAVKMLKSTRTEKDMLDLLTEMDOMKRVGK
——————————————————————— G-HPSTVVAVKMLKEGHTDADVKDLVCEMEVMKMIGK
——————————————————————— G-HPSTVVAVKMLKEGHTDADVKDLVCEMEVMKMIGK
—————————————————————— OWPDRAVTVAVKMLKDNATDKDLADLISEMEMMKLMDK
——————————————————————————— NAIVAVKMVKEGHTDDDIASLVREMEVMKIIGR
—————————————————————— SPOLAETIVAVKMVKEEHTDTDMASLVREMEVMKMIGK
——————————————————————————— SATVAVKMVKEGHTDDDIASLVREMEVMKIIGR
—————————————————————————— NEIAVAVKKLKMSAHEKELIDLVSEMETEKVIGE
—————————————————————— EKPNRITKVAVKMLKSDATEKDLSDLISEMEMMKIIGK
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Podocoryne VEGFR
NvFGFR3

NvEFGFR4

Mus_ FGFR3
Gallus_ FGFR3
XLaevisMGC80912
Xlaevis FGFR4
Xlaevis FGFRI1
NvEFGFR1

Homo FGFR2
Danio FGFR2
Homo FGFRI1
Danio FGFR4

Mus FGFR4
Apis XP 3966492
Ciona FGFR

AnophelesXP 5628661
AnophelesXP 3127912
Gallus FGFR _XP 4144741

Drosophila HTL
Drosophila BTL
Dros p GA20192PA
Celegans_ EGL15
Danio FGFR1

Podocoryne VEGFR
NvFGFR3

NvEFGFR4

Mus_ FGFR3
Gallus FGFR3
XLaevisMGC80912
Xlaevis FGFR4
Xlaevis FGFRI1
NvEFGFR1

Homo FGFR2
Danio FGFR2
Homo FGFRI1
Danio FGFR4

Mus FGFR4
Apis XP 3966492
Ciona FGFR

AnophelesXP 5628661
AnophelesXP 3127912
Gallus FGFR _XP 4144741

Drosophila HTL
Drosophila BTL
Dros p GA20192PA
Celegans_ EGL15
Danio FGFR1

Podocoryne VEGFR
NvEGFR3

NvEFGFR4
Mus_FGFR3

Gallus FGFR3
XLaevisMGC80912
Xlaevis FGFR4

HKNIINLLGACTQGGPLYVLVEYAAKGNLREFLRARRPPGMDYSFDAC---RLP-—-----
HKNIINLLGACTQDGPLYVLVEYASKGNLREYLRARRPPGMDYSFDTC---KLP------
HKNIINLLGACTQDGPLYVLVEYASKGNLREYLKARRPPGMDYSFDTC---KIP----—--
HKNIINLLGVCTQEGPLEVIVEYASKGNLREFLRARRPPTPEDAFDIT---KVP------
HKNIINLLGACTQDGPLYVIVEYTSKGNLREYLRARRPPAMEYCYNPT---CVP---—---
HKNIINLIGARTONGPLYVVVEFAPHGNLRQFLRERRPSDYHRSRSDSSTHSQP-—-—--—--
HKNIINLLGACTQDGPLYVIVEYASKGNLREYLRARRPPGMEYSYDIN---RVP---—---
HKNIINLLGACTQDGPLYVIVEYASKGNLREYLRARRPPGMEYSYDIA---RVS-—-—--—--
HKNIINLLGACTQDGPLYVIVEYASKGNLREYLQARRPPGLEYCYNPS---HNP------
HKNIINLLGVCTQDGPLYVLVEYASKGSLREYLRARRPPGMDYTFDVT---KVP---—---
HKNIINLLGVCTQEGPLYVIVECAAKGNLREFLRARRPPGPDLSPDGP---RSS------
HVNIINLLGACTQGGPLYVVVEFAPHGNLRDFLRDHRPSSGYEPTIGQ---EPK------
HKNIVNLLGVCTONGILWLVTEYAQKGNLRDYLRRNRPSELQYELSTP---DSPAP----
HVNIINLLGCCCKDGPLYVIVEYAPHGNLKNFLRSHRFGSNYEATNEK---EKK------
HVNIINLLGCCCKDGPLYVIVEYAPHGNLKNFLRSHRFGSNYEATNEK---EKK------
HKNIINLLGVCTQDGPLYVIVEFAAKGNLREYLRARRPPMPDYTFDIT---ELH------
HINIINLLGCCSONGPLYVIVEYAPHGNLKDFLYKNRPFGRDQDRDSS---QPPPS—---
HINIINLLGCCSQGGPLWVIVEYAPHGNLKDFLKONRPGAPQRRSDSDGYLDDKPL—----
HINIINLLGCCSQSGPLYVIVEYAPHGNLKDFLYKNRPFGREQ-VDSS---QPPPS—----
HENVLRLIGCCTGAGPLYVVVELCKHGNLRDFLRAHRPKEEKAKKSSQELTDYLEPRKAS
HKNIINLLGACTQDGPLYVIVEFAAKGNLREYLRVRRPPGMEYCYNPD---QVP-—--—---

————————— EFTYIDLLMIVIQVAKRMDFLQSQKCVHRDLAARNVLVGPDYIMKIADFGL
—————————— LKLVDLVSFSYQVARGMEYLESKKCIHRDLAARNVLVSDNHVIKIADFGL
——————— EVVLGQTRRLEIALDVAQGMDYLASKRCVHRDLAARNVLIADG-VAKVADFGL
——————— EEQLTCKDLVSCAYQVARGMEYLASQKCIHRDLAARNVLVTEDNVMKIADFGL
——————— EEQLTFKDLVSCAYQVARGMEYLASQKCIHRDLAARNVLVTEDNVMKIADFGL
——————— AEQLTFKDLVSCAYQVARGMEYLASQKCIHRDLAARNVLVTDDIVMKIADFGL
——————— EELLSFKDLVSCAYQVARGMEYLESKRCIHRDLAARNVLVAEDNVMKIADFGL
——————— DQLLSFKDLVSCAYQVARGMDYLASKKCIHRDLAARNVLVTEDNIMKIADFGL
————————— SLIVRDFISFAFQIARGMEYLSFKKCIHRDLAARNILVGEDYVMKIADFGL
——————— EEQMTFKDLVSCTYQLARGMEYLASQKCIHRDLAARNVLVTENNVMKIADFGL
——————— DEPLTFKDLVSCTYQVARGMEYLASQKCIHRDLAARNVLVTESNVMKIADFGL
——————— EEQLSSKDLVSCAYQVARGMEYLASKKCIHRDLAARNVLVTEDNVMKIADFGL
——————— EEQLTFKDLVSCAYQVARGMEYLASKRCIHRDLAARNVLVTEDNVMKIADFGL
——————— EGPLSFPALVSCAYQVARGMQYLESRKCIHRDLAARNVLVTEDDVMKIADFGL
—————— EKKTLTQKDLVSFAYQVARGMEYLASRRCIHRDLAARNVLVSDEYVLKIADFGL
————— PRDEPLTLRALMSASHQVARGMEYLSQKKCIHRDLAARNVLVANDFVMKIADFGL
————————— ILTQKELISFAYQIARGMEHLASRRCIHRDLAARNILVSDNYVMKIADFGL
————————— ILTQKELISFAYQIARGMEHLASRRCIHRDLAARNILVSDNYVMKIADFGL
——————— EEQLCFKDLVSCVYQVARGMEYLESRRCIHRDLAARNVLVTAENVMKIADFGL
————— PPAHVITEKDLIKFAHQIARGMDYLASRRCIHRDLAARNVLVSDDYVLKIADFGL
————— ISTQHLGEKELTKFAFQIARGMEYLASRRCIHRDLAARNVLVSDGYVMKIADFGL
————— PPAHVITEKDLIKFAHQIARGMDYLASRRCIHRDLAARNVLVSDDYVLKIADFGL
DKDDIELIPNLTQRHLVQFAWQVAQGMNFLASKKIIHRDLAARNVLVGDGHVLKISDFGL
——————— VENMSIKDLVSCAYQVARGMEYLASKKCIHRDLAARNVLVTEDNVMKIADFGL

ARDIYKDEFYLKETTGLLPVKWMAPESLEFDKVYTSMSDIWSYGIVLWEAFTLGGSPYPGL
ARDIHDIDYYRKTTDGRLPVKWMALEALEDRVYTAQSDVWAYGILMWEIVTFGGSPYPGI
SRNIYETGEYEKTTRGKLPTRWMSLESLETRKEFTLESDVWSYGVLLWEIETRGLTPNAGL
ARDVHNLDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSEFGVLLWEIFTLGGSPYPGI
ARDVHNIDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSEFGVLLWEIFTLGGSPYPGI
ARDIHNIDYYKKTTNGRLPVKWMAPEALFDRIYTHQSDVWSYGVLLWEIFTLGGSPYPGI
ARGVHDIDYYKKTSNGRLPVKWMAPEALFDRVYTHQSDIWSFGVLTWEIFTLGGSPYPGI



Xlaevis FGFRI1
NVvFGFR1

Homo FGFR2

Danio FGFR2

Homo FGFR1

Danio FGFR4

Mus FGFR4
Apis XP 3966492
Ciona FGFR
AnophelesXP 5628661
AnophelesXP 3127912
Gallus FGFR XP 4144741
Drosophila HTL
Drosophila BTL
Dros p GA20192PA
Celegans_ EGL15
Danio FGFRI1

Podocoryne VEGFR
NvEGFR3

NvFGFR4

Mus_ FGFR3

Gallus FGFR3
XLaevisMGC80912
Xlaevis FGFR4
Xlaevis FGFRI1
NVvFGFR1

Homo FGFR2

Danio FGFR2

Homo FGFR1

Danio FGFR4

Mus FGFR4
Apis XP 3966492
Ciona FGFR
AnophelesXP 5628661
AnophelesXP 3127912
Gallus FGFR XP 4144741
Drosophila HTL
Drosophila BTL
Dros p GA20192PA
Celegans_ EGL15
Danio FGFR1

Podocoryne VEGFR
NvFGFR3

NvFGFR4

Mus_ FGFR3
Gallus_ FGFR3
XLaevisMGC80912
Xlaevis FGFR4
Xlaevis FGFRI1
NvFGFR1

Homo FGFR2
Danio FGFR2
Homo FGFR1
Danio FGFR4

Mus FGFR4

ARDIHHIDYYKKTTNGRLPVKWMAPEALFDRIYTHQSDVWSEFGVLLWEIFTLGGSPYPGV
ARNVRDMDYYRKATDGRLPIKWLAIEALEDRVYTTQSDVWTFGILLWEIFTLGGSPYPGI
ARDINNIDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSEFGVLMWEIFTLGGSPYPGI
ARDVHNIDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSEFGVLMWEIFTLGGSPNPGI
ARDIHHIDYYKKTTNGRLPVKWMAPEALFDRIYTHQSDVWSEFGVLLWEIFTLGGSPYPGV
ARGVHQIDYYKKTTNGRLPVKWMAPEALFDRVYTHQSDVWSEFGVLMWEIFTLGGSPYPGI
ARGVHHIDYYKKTSNGRLPVKWMAPEALFDRVYTHQSDVWSFEILLWEIFTLGGSPYPGI
ARDIHCHDYYRKTTDGRLPVKWMAPEALFHRVYTTQSDVWSYGILLWEIMTLGGTPYPSV
ARDIRSNDYYRKETRGHLPYKWMALEAMTDNMFTHATDVWSEFGILLWEIFSLGGSPYPGV
ARDIHDQEYYRKTTTGKLPIRWMAPESLEEKFYDSQSDVWSEFGVLLWEIMTLGGNPYPSTI
ARDIHDQEYYRKTTTGKLPIRWMAPESLEEKFYDSQSDVWSEFGVLLWEIMTLGGNPYPSI
ARDVHDIDYYKKTSNGRLPVKWMAPEALFERVYTHQSDVWSFGILMWEIFTLGGSPYPGI
ARDIQSTDYYRKNTNGRLPIKWMAPESLQEKFYDSKSDVWSYGILLWEIMTYGQQPYPTI
ARDIQDTEYYRKNTNGRLPIKWMAPESLOEKKYDSQSDVWSYGVLLWEIMTYGDQOPYPHT
ARDIQSTEYYRKNTNGRLPIKWMAPESLQEKFYDSKSDVWSYGILLWEIMTEFGAQPYPTI
SRDVHCNDYYRKRGNGRLPIKWMALEALDSNVYTVESDVWSYGVLLWEIMTLGGTPYPTI
ARDIHHIDYYKKTTNGRLPVKWMAPEALFDRIYTHQSDVWSEFGVLLWEIFTLGGSPYPGV

P-TEDLFGFLEDGKRMERPEICPKSVEFEIMSDCWTKSPYDRPMFSQIYDRLTNVLKHNVP
P-LWKLFELLKEGYRMEQPVNCODDVYALMLRCWHENPNQRPTFAEIVKEMDAKLTALSE
N-YREMIARYRKGYRLERPPDCDQGLYEIMRRCWLAIPKSRPTFSDIVEQLTELLWTC--
P-VEELFKLLKEGHRMDKPASCTHDLYMIMRECWHAVPSQRPTFKQLVEDLDRILTVTST
P-VEELFKLLKEGHRMDKPANCTHDLYMIMRECWHAVPSQRPTFKQLVEDLDRVLTMTST
P-VEELFKLLKEGHRMDKPANCTHELYMIMRECWHAVPSQRPTFKQLVEDLDRVLTVTST
P-VEELFKLLREGHRMDKPSNCTHELYMLMRECWHAVPSQRPTFKQLVEQLDRILTAVS-
P-MEELFKLLKEGHRMDKPTNCTNELYMMMKDCWHAMPSQRPTFNQLVEDLDRILALSSN
P-VEKLFELLKSGYRMOMPQKCPDKMYDIMLSCWNENPNARPSFTELRAEFDKMLTSMTD
P-VEELFKLLKEGHRMDKPANCTNELYMMMRDCWHAVPSQRPTFKQLVEDLDRILTLTTN
P-VEELFKLLKEGHRMDKPANCTNELYMMMKDCWHAISSHRPTFKQLVEDLDRILTLATN
P-VEELFKLLKEGHRMDKPSNCTNELYMMMRDCWHAVPSQRPTFKQLVEDLDRIVALTSN
P-VEELFKLLKEGHRMDKPSNCTHELYMKMRECWHAVPTOKQIQERSAYGCSETRERHP-
P-VEELFSLLREGHRMERPPNCPSELYGLMRECWHAAPSQRPTFKQLVEALDKVLLAVS-
PSVEKLFQLLRTGHRMEKPPCCSIEIYMLMRDCWSYQPNERPMFGELVEDLDRILTITAN
K-THDLVRFLRNGDRLEQPQFASSELYRLMRDCWEESPRRRPQFRQLVEDLDRMLASSSS
PTWDNLLEHLKKGKRMEKPPLCSIEIYLEFMRECWHYRPEERPTFSEIVOHLDRLVSITSN
PTWDNLLEHLKKGKRMEKPPLCSIEIYLEFMRECWHYRPEERPTFSEIVOHLDRLVSITSN
P-VEDLFKLLKEGHRMDCPSNCTHELLGTGPSESDSLELYSPAHFPDLGEASEKLLEKQ-
MSAEELYTYLMSGORMEKPAKCSMNIYILMRQCWHFNADDRPPFTEIVEYMDKLLQTKED
LSAEELYSYLITGOQRMEKPAKCSLNIYVVMRQCWHFESCARPTFAELVESEFDGILQQASS
MSAEELYSYLMSGORMEKPAKCSMNIYILMRQCWHFNADDRPPFTEIVEYMDKLLQAKED
A-MPELYANLKEGYRMEPPHLCPQEVYHLMCSCWREKLEERPSFKTIVDYLDWMLTMTNE
P-VEELFKLLKEGHRMDRPSTCTHELYMMMRDCWHAVPSQRPTFKQLVEDLDRTLSMTSN

SD---SDYLDFTDAKENDYLTPDIKANSNEYLEASAENE [379]
————— QEYLDLTSPLSNPVAPIETPPSSESSPTPRESLS [297]
——————————————————————————————————————— [297]
————— DEYLDLSVPFEQYSPGGQDTPSSSSS—-GDDSVET [336]
————— DEYLDLSVPFEQYSPAGQDTHSTCSS-GDDSVFA [336]
————— DEYLDLSVPFEQYSPAGQDSNSTCSS-GDDSVFA [336]
————— EEYLDLSMPFEQYSPSCEDSASTCSSSDDSVFA- [335]
————— QEYLDLSMPVNQYSPCEFPDTRSSTCSSGEDSVFES [337]
————— KEYLEILAKSVDHVAGEMEAPITDESDTNTDTFT [336]
————— EEYLDLSQPLEQYSPSYPDTRSSCSS-GDDSVFES [336]
————— EEYLDLCAPVEQYSPSEFPDTRSSSSS-GDDSVFES [336]
————— QEYLDLSMPLDQYSPSEFPDTRSSTCSSGEDSVFES [337]
————— QOQOSEACGGEEEALQGSQEFI---—-—-=-—--—-----= [322]
————— EEYLDLRLTFGPFSPSNGDASSTCSSSD-SVES- [343]



Apis XP 3966492 = ----- EEYLDLGLPQLDTPPSSQESSEADDDEGEENAME

Ciona FGFR ——=--- LEYIDLNSPCEADYLPSDVDSNEDTESRDSANA-
AnophelesXP 5628661  ----- EEYLDLGLPQLETPPSSDDSDDDVEEDEEDCDDQ
AnophelesXP 3127912  ----- EEYLDLGLPQLETPPSSDDS--=--=-=-=—-=-—-=-———
Gallus FGFR XP 4144741 ----- RKRKRPRHSSAAVHSKKEKNGERLG--—-—--—-—--—
Drosophila HTL = —--—--- YLDVDIANLDTPPSTSDEEE-DETDNLQKWCN
Drosophila BTL NPN--DAYLDLSMPMLETPPSSGDEDDGSDTETFRETSP
Dros p GA20192PA —--—--- YLDVDIANLDTPPSTSDEED-AESD--—-—--—--—
Celegans EGL15 TIEGSQEFNDQFFSERSTASGPVSPMESFQKKRKHRPLS
Danio FGFRLI = ——--—- QEYLDLSVSLDQFSPNFPDTRSSTCSSGEDSVES

’

END;



