#NEXUS

[!Created by MacVector on Oct 23 2006 at 11:47:53.]

BEGIN DATA;

DIMENSIONS NTAX=19 NCHAR=164;
FORMAT MISSING=X GAP=- INTERLEAVE DATATYPE=PROTEIN;

MATRIX

Xtrop spred2
Homo Spred2
NvSpry
Spurp_spy2
Danio spy4
Gallus_ spy?2
Homo Spy4
Xtrop spyl
homo_spy3
Mus_ spy2
Homo spyl
Danio spy?2
Xlaevis spy2
Mus_ spy3
Xtrop spy2
Drosophila spy
Mus spy4
Homo_ spy2
Mus spyl

Xtrop spred2
Homo Spred2
NvSpry
Spurp_spy2
Danio spy4
Gallus spy?2
Homo Spy4
Xtrop spyl
homo_spy3
Mus_ spy2
Homo spyl
Danio spy?2
Xlaevis spy2
Mus_ spy3
Xtrop spy2
Drosophila spy
Mus spy4
Homo_ spy2
Mus spyl

Xtrop spred2
Homo_ Spred2
NvSpry
Spurp_spy2
Danio spy4
Gallus_ spy?2
Homo Spy4
Xtrop spyl
homo_spy3
Mus_ spy2

PSRCSSRRK--DGERSRCIYCRDMEFNHDENRRGOQCQDAPDSVRNCIRRVSCMGFADCVLY
PSRGKSRRRKEDGERSRCVYCRDMEFNHEENRRGHCQDAPDSVRTCIRRVSCMWCADSMLY
-PKYITSLPTTKLVSGVAEEKSKWADEECETRASGKVCGFDSEEVVDYATCMCCVKGLEY
PPKKLMOKMNKYTEPAQCLHCSQYFDPERSRKGDCPEAPDEASYCINFCTCLCAAQCMLY
-EKKKHVLLCEKCGKCRCTECTLPR-TLPSCWVCNQECLCSAQNLVDSVTCMCLVKGVEY
-—-LGAHSYRCEDCGKCKCKECTYPR-TLPSCWICDKQCLCSAQNVVDYGTCVCCVKGLEY
-ELDKHFLLCEACGKCKCKECASPR-TLPSCWVCNQECLCSAQTLVNYGTCMCLVQGIFY
-—-YSQHRFICEQCGKCKCGDCTAPR-TLPSCLACNRQCLCSAESMVEYSTCMCLVKATEY
-HPSEHLFICEECGRCKCVPCTAAR-PLPSCWLCNQRCLCSAESLLDYGTCLCCVKGLEY
-—-LGLHAYRCEDCGKCKCKECTYPR-PLPSDWICDKQCLCSAQNVIDYGTCVCCVKGLEY
-—-LTQHKFICEQCGKCKCGECTAPR-TLPSCLACNRQCLCSAESMVEYGTCMCLVKGIFY
-PDGKHSILCEDCGRCKCEGCTCPR-TLPSCWMCGRRCLCSATSAMDYVTCVCCVKCLEY
-—-LDLHSLMCEDCGKCKCQECTYPR-TLPSCWICDKQCLCSAQEVVDYGTCACCVKCLEY
-HSSDHLFICEECGRCKCVPCTAVR-PLPSCWMCNQRCLCSAESLLDYGTCLCCVKGLEY
-—-LGLHSLRCEDCGKCKCQECTYPR-TLPSCWICDKQCLCSAQEVVDYGTCACCVKCLEY
DPSLLNPIVCPRCGRCRCEQCQSPR-PLPQTWVCNKTCLCSAESVIDYASCLCCAKALFEY
-ELDKHFLLCEACGKCKCKECASPR-TLPSCWVCNQECLCSAQTLVNYGTCMCLVQGIFY
-—-LGLHAYRCEDCGKCKCKECTYPR-PLPSDWICDKQCLCSAQNVIDYGTCVCCVKGLEY
-—-PTOHKFICEQCGKCKCGECTAPR-ALPSCLACDRQCLCSAESMVEYGTCMCLVKGIFY

HCMSDSE-GD-—-—--—-—-- YTD-ACSCDTSDEKFCLRWMLLIPLSITIAPGMCCYLPLRACYN
HCMSDPE-GD-—-—--—-—-- YTD-PCSCDTSDEKFCLRWMALIALSFLAPCMCCYLPLRACYH
HCTKDSEDEGS-——--—-—-- MADEPCSCTGP--ACVPRWGCLGLLALLMPCIWCYLPVAGCRK
HCMSNSE-GD-—-—--—-—-- FPS-PCSCDTNESQFCRRWEGLAALSFIVPCLWCYPPLKCCHW
HCTDEDEEGS-—-—--—-—-- CADKPCSCSHS--NCCARWSFMAAVSLVLPCLVCYLPATGCAK
HCSNDDE-DN-—-—--—-—— CADNPCSCSQS--HCCTRWSAMGVVSLEFLPCLWCYLPAKGCLK
HCTNEDDEGS-—-—--—--- CADHPCSCSRS--NCCARWSFMGALSVVLPCLLCYLPATGCVK
HCSNDDEGDS-—-—--—-—-— YADNPCSCTQS--HCWSRYLCMGVMSFFLPCLLCYPPAKGCLK
HCSTDDE-DN-—-—--—-—— CADEPCSCGPS--SCEVRWAAMSLISLFLPCLCCYLPTRGCLH
HCSNDDE-DN-—-—--—-—— CADNPCSCSQS--HCCTRWSAMGVMSLEFLPCLWCYLPAKGCLK
HCSNDDEGDS-—-—--—-—-— YSDNPCSCSQS--HCCSRYLCMGAMSLEFLPCLLCYPPAKGCLK
HCSSDDE-DV-—-—--—-—— CADKPFSCTQS--HCCMRWSAISVLALFLPCLLCYLPAKGCVA
HCSNDDE-DN-—-—--—-—— CADNPCSCSQS--HCCTRWSAIGVMALFLPCLWCYLPAKGCLK
HCSTDDE-DN-—-—--—-—— CADEPCSCGPS--SCFIRWAAMSLISLFLPCLCCYLPTRGCLH
HCSNDDE-DN-—-—--—-—— CADNPCSCSQS--HCCTRWSAIGVMALFLPCLWCYLPAKGCLK
HCARDNDLDCDDGNGTPCVDNPCSCGPY--KRTQRWGWLGALSIFLPCLWEYWPMRGCMK
HCTNEDDEGS-—-—--—-—-- CADHPCSCSGS--NCCARWSFMGALSVVLPCLLCYLPATGCVK
HCSNDDE-DN-—-—--—-—— CADNPCSCSQS--HCCTRWSAMGVMSLFLPCLWCYLPAKGCLK
HCSNDDDGGS-—-—-—-——— YSDNPCSCSQS--HCCSRYLCMGALSLCLPCLLCYPPAKGCLK
CGVMCGCCGGKHKAAG-———==—=——————=———=——————————— [125]
CGVMCRCCGGKHKAAA-—-—————————————————————————— [127]
ACSSCKYKKTRKOKRKEKLTS-=-==-==-==-=—=—=——=———————— [132]
LGTKCGCCGGRHKAK-----==--=—-———-—— === == ——————— [126]
LSQKCYDGVSRPGCRCKST-QSCKVAEIKACQ---PEKQAS--- [146]
LCQGCYDRVNRPGCRCKHS-NTVCCKVPSVP---PRNFEKPT-- [145]
LAQRGYDRLRRPGCRCKHT-NSVICKAASGDA---KTSRPDKPFEF [149]
LCRECYDRVNRPGCRCKNS-NTVYCKLDDVP----RGQGKPS—-- [145]
LCOOGYDSLRRPGCRCKRHTNTVCRKISSGSAPFPKAQEKS--- [149]
LCQOGCYDRVNRPGCRCKNS-NTVCCKVPTVP---PRNFEKPT-- [145]
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Homo spyl
Danio spy?2
Xlaevis spy2
Mus_ spy3

Xtrop spy2
Drosophila spy
Mus spy4

Homo_ spy2

Mus spyl

’

END;

LCRRCYDWIHRPGCRCKNS-NTVYCKLESCPS—---RGQGKPS--
LCOACYDCTSRPGCRCKN---KGVEK---=-==-====-—=——————
LCQGCYDRVNRPGCQCKRS-NTVCLKVPHLQ---PRNLEKPT--
MCQOQOGYDSLRRPGCRCKRHTNTVCRKISSSSSPFPKAQEKS-—--
LCQGCYDRTNRPGCRCKRS-NTVCLKVPHLQ---PRNLEKPT--
LCEKCYGRFAGRGCRCQGIGGGGAGSGGGVGSIGSTSSMLP-—-—
LAQRGYDRLRRPGCRCKHT-NSVICKAASGDT---KTSRSDKPF
LCQGCYDRVNRPGCRCKNS—-NTVCCKVPTVP---PRNFEKPT--
LCRGCYDWTHRPGCRCRNS-NTVYCKLESCPS—---RAQGKLS--
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