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A single band of 120 kDa was detected (A). Percentage of purity was further confirmed at 98.3% using an

automated electrophoresis station BioRad Experion® Pro260 chip following manufacturer’s procedures (B).

Supplementary Figure S1. RTB:IDUA protein purity. After size exclusion, purified protein (1pg, measured
by Azs0) was size-separated by SDS-PAGE and Coomassie stained following manufacture instructions (Thermo).
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Supplementary Figure S2. RTB:IDUA protein identification. Purified protein detected by Coomassie staining

coverage (334/895) of the sequence encompassing 32 exclusive unique peptides and 46 exclusive unique

(e.g., Fig. S1) was analyzed at University of Arkansas for Medical Science Proteomics Core by in-gel trypsin
digestion and tandem mass spectrometry (MS/MS). Excluding the patatin signal peptide, there is a 37%

spectra.



