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Supplementary Figures Legends
Supplementary Figure 1. Construction of OX-CICASPL. A) Amplification of CICASPL gene from
Citrullus lanatus. B) Schematic construction of OX-CICASPL. C) Enzyme digestion checking of

construction. D) PCR checking of OX-CICASPL. E) RT-PCR checking of OX-CICASPL.

Supplementary Figure 2. Identification of AtCASPL4C1 knockout-mutant in Arabidopsis. A)
Homozygous AtCASPL4C1 mutant. B) AtCASPL4C1 expression in WT and AtCASPL4C1 of

Arabidopsis. C) T-DNA insertion position.

Supplementary Figure 3. Casparian strip staining and transcript abundance of AtCASP1/2/3/4/5
expressions in roots. A) Casparian strip staining of wild type, Atcaspldcl and OX-CICASPL. B)
Relative transcript abundance of AtCASP1/2/3/4/5 in wild type, AtCASPL4C1 and OX-CICASPL

plants. The star shows significance at 0.05 by Tukey test.

Supplementary Figure 4. Top ten stresses resulting in significant up-regulation/down-regulation

of the greatest number of CASP and CASP-like genes.
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IVT-E RNA labeling (root elongation zone) / WT-E RNA labeling (root tip)
one-cycle RNA labeling (root elongation zone) / one-cycle RNA labeling (root tip)
two-cycle RNA labeling (root elongation zone) / two-cycle RNA labeling (root tip)

germination (48h) / stratification (48h)

germination (48h) / seed desiccation

ABA study 8 (Col-0) / solvent treated leaf samples (Col-0)
sulfur deficiency study 3 (LZ3) / sulfur deficiency study 3 (LZ2)
ABA study 12 (Col-0) / solvent treated seediing samples (Col-0)
16°C study 2 (Col) / 23°C (Col)

iron deficiency / protoplasting / iron deficiency study 8 (24h)

FLG22 study 11 (0h) / H20 pretreated leaf disc samples (Ler)
syringolin study 3 (late) / solvent treated leaf samples (Col-0; late)
arsenate study 3 (30uM As(V)) / shift 5uM Pi to 30uM Pi

callus formation study 3 (7d + 1d) / untreated hypocotyl samples (7d)
5-AC / solvent treated seedling samples (Ws)

arsenate study 3 (30uM As(V)) / P deficiency study 6 (5uM Pi)

callus formation (96h) / untreated root samples

light study 6 (Col-0) / dark grown Col-0 seedlings
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Table 1 Primers used in this study

Gene

Forward primer

Reverse primer

CICASPL-RT
Atcaspldc1-Screen

Transient-CICASPL
AtCASPLACI1-RT
AtCASPLA4C 1-gPCR
CICASPL-qPCR
CICASPL-GFP
AtCASPLAC 1-GUS
CASP1-gPCR
CASP2-gPCR
CASP3-gPCR
CASP4-gPCR
CASP5-gPCR

CACCAATTTCTCCTCCATT
GTTGCACCTTGCCTAAGTCTG (LP)
ATTTTGCCGATTTCGGAAC (LBal.3)
CACCAATTTCTCCTCCATT
GTAACGGCGAATCTCCGACTT
AGCTCAGAAACTCCGTCGAT
TGTTCAATCCACGATCTCCA
AAAAAGCAGGCTCGCACCAATTTCTCCTCCATT
TAACGACTCCACTCCAGCAT
CGAAGAAGAAGGGCTTTGTG
CATGAAAGGCAAAGCTCCTC
ACTCATCGCAGCAATCACAG
CATCAAAGGCAAAGCTCCTC
TTAAGGCTGGAAGGTCGTTG

TCAAAACGACATGACGCACCA
AGATTCGTGTTTGTGGCAAAC (RP)

TCAAAACGACATGACGCACCA
AAACGAGAGCCAGTAATAAG
CTGAAAGCGTCGAAATCGTA
AACGAGAGCCGTTGATTACG
AGAAAGCTGGGTAATGAAAACGAGAGCCGTTG
GCAGTCACGAGGCATCAA
GCTTGGAACTGGAGGAACTG
CTGCAACAATGGCAGCTAAA
GTAGCCACCCACGATTGAGT
AATGGCAGCTAAACGGAGAA
AGCGGTCTGATGAGCAGAAG




