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Boxplots of normalized data. The plots in the figure show the distribution of intensity values after normalization of
readouts from the incubation with negative sample (top), cumulative readouts after incubation with negative followed by
positive sample (middle) and positive, disease-specific values (after subtraction of negative signal, bottom). Boxplots
correspond to each microarray (from left to right: Al, A2, A3, B1, B2, C1, C2 and D1). Figures on the right side show the

same boxplots but zooming in the bulk of the data.




