Ultra—high Throughput LC-MS/MS Protein Interaction Analysis — Processing 96 Pull-downs in a Single Day

Experiment: 14 minutes
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ARP9 SNF12 SNF6 SWI3 SWP82 TAF14
significance 5.4 6.4 4.9 12.0 5.3 7.4
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p—value
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fold—enrichment bait

BRE2 SDC1 SET1 SHG1 SPP1 SwDl1 SwWD2 SWD3
significance 7.3 6.1 8.3 5.2 7.7 7.6 3.9 5.1

interactor class A+ B+ A+ B+ A+ A+ B+ B+




p—value

bait SPT7 interactors 64
experiment 14 minutes recovery 74 %
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ABF2 ADA2 ATG33 FEN1 GCN5 GUT2 HFI1 IST2 NGG1 PDR15 PDR5 PTK2 SGF11
significance 6.5 7.6 35 3.2 6.3 3.4 7.3 4.4 7.6 4.4 4.6 4.6 7.6
interactor class A+ A+ A A A+ A A+ A A+ A A A A+
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p-value

bait STH1 interactors 22
experiment 14 minutes recovery 82 %
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ABF2 ARP7 ARP9 HHF1 HHT1 HTA2 HTB2 HTL1
significance 2.7 5.1 8.2 5.1 4.6 4.6 5.1 8.1
interactor class B+ A+ A+ B+ B+ B+ B+ A+
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significance 6.2 8.6 515 14.0 6.3 7.4
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