Ultra—high Throughput LC-MS/MS Protein Interaction Analysis — Processing 96 Pull-downs in a Single Day

Experiment: 27 minutes
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fold—enrichment bait
HDA1 HDA2 HDA3 HXT4 HXT6
significance 8.3 13.0 15.0 4.6 6.4

interactor class A+ A+

A+ B+ B+



p-value

bait HDA3 interactors
experiment 27 minutes recovery 100 %
F | o HDA3
1
-4 ___ 1
107 ¢ ,
[ 1
o : . HXT6
r 1
- 1
I . HDA2
I : . HDA1
1
-3 1
107 \
C ChixT7
= JHXFA o o ______
I Interactor
r class
L o A
o A+
1072 —
10t —
10° —
O I I I I | | I I | I I I | I
1 1 1 1 1
2—5 20 25 210 215
fold—enrichment
HDA1
significance 7.6

interactor class

A+

HDA2

11.0

A+

background - .[Ij_ ..................... .

abundance stoichiometry

Unique peptides Copy number [logyg ]

@ o pe - -
interactors - -| I I—
I I I I I I I
0 20 40 10° 102 10* 10°
10° = 50 -
2 [
10 E 40 -
: (] [ ] 8
10"+ G
:_ ° . z 30 P
ol . o . &ngz
1007 1 c GPH1
= © HSP30
E 520 GAS3
10+ E RL ‘ggm
= [} SR %—IXT(S
i 10 - HDA1
1072 = HDA2
C HDA3
-3 o 0- .
10 =II! L1 IIIIII! L1 IIIIII! L IIIIII! L1 IIIIII! L1 IIIIII! | | | |
10—4 10—3 10—2 10—1 100 101 -0.5 0.0 0.5 1.0

intensity [a.u.]

. . L. : 2
interaction stoichiometry correlation [R”]

WA\ 8 4 74
53}','5"1,‘ WA

ALY

A A e

HDA3  HXT4 HXT6 HXT7

15.0

A+

4.8 6.5 4.8

A+ A+ A



Unique peptides Copy number [logig ]

bait HIF1 interactors 5 background - -[D— --------- — : e _ . )
experiment 27 minutes recovery 33% interactors - ':Di
I I I I I I I
0 20 40 10° 102 10* 10°
o HIF1 S .
- HAT1 =
L : { J o , F 40 -
! _HAT2 2 10°
_ Q c
107° = ! < A . §
= 1 g 10t T 8 30 -
r 1 (&) c K]
- . S - . )
L 1 A7) 10° = A c .
1 s © .
L 1 8 c / S 20
s ! S 10 2
F : s % 3 .
- , = 3 0 HAT1
C . - C HAT?2
- | © 107 . . TY1B-ML1
1 =
10— - ) L F HIF1
: : Intera’Ctor 10 3 _ﬁll ] L IIIIII ] L IIIIII ] L IIIIII ] [ | IIIIII ] L IIIIII O 1
n \ class i i i i i i ! ! ! 1'
% [ i \ 107 1073 1072 107t 10° 10t -0.5 0.0 _ 0.52 .0
[ - 'MCR1 o |A+ interaction stoichiometry correlation [R”]
| \ « B
Q e SYAB-MUA_ _ o _____
C e B+
107 E —
- 35
N S,
I 2
o [72]
[
9
3 " =
100_5_ . rrrrrrrrrrrrrrorrrrrrorrrrrrrrrrrrrrrrorrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrorrrroerrr©rrrerren
ol N NN N RN N N SN R N RN SN NN N N SR R R R VI AR A IR I IR IR N O DN DS PN AN NADNDO DD
| | | | | NSO AP AP NP NSRS SON SIS SRAR AP IR AP QB P S PN PR ARG SPNPN SN GROR )
25 20 25 510 15 VQQ;OQOQ;Q'OQ/VQ,OOOC§<~2~o~§)~2~o®\oéq‘z‘eoéo@%%%‘b@‘b@ée\@‘b\k%\l%q§é§§4$~\$
fold—enrichment bait
HAT1 HAT2 HIF1 TY1B-ML1
significance 15.0 12.0 12.0 4.5
interactor class A+ A+ A+ B+



p-value

bait
experiment

IOC4
27 minutes

interactors
recovery

0%

Interactor

class

107 T
107 —
b 1 ]
107+ -
- N . ' J
107 — R T
E « % . . « 1
I IR :.. 1 : P
. ) -, LT .
I . te o... :.n ‘ \C N N o. :
1 . * o, ! :: N ..'.' . ::- o o N . . ° .
10 E N R : :.: N ~ : 'c : .; b
: . ) . A ° : ?o‘ ..: P4 . ' LR .
-— . - :': ':.%'.. “’:: -‘: e . ° ° i
L o0 .. 1. o“.: E':":... i [} .
I t,.\‘i.’-:',:’... N -0.. -.
.'" ... - o ° ° N o ° r - :
o ..-. N "o. . 'o. °
100 . '&t o..’ o o o, S
C | 1 | 1 | 1 | | |
1 1 1 1 1 1
272 20 22 2* 2° 28
fold—enrichment

Unique peptides

Copy number [logig ]

background e 1 I [ o]
I I I I I I I
0 20 40 10° 102 10* 10°
10° = s
> 107 _;_ 40 - ) e
g 3 - e
@) 1 —— c - ." . :. : °
2 10° % @ 30 oL et
S :_ /_\ E ° . o o :. LI .0.
© = o IREIRET W
» 10° = ] wdirtealT s
© 3 220 - BT SRt B KR
% 0! = \\J/ I IR k7 B
1 = (&) K .3 .:.- AP
-g E_ 8 - :. ‘\.: wffu . '."; ..'.
3 : 10 - R .;#ff':,. .
®© 102+ RN T ¢RI
= AT ez
C 10C4
3 0- .
10 =IIII 1 1 IIIIIII 1 1 IIIIIII 1 1 IIIIIII 1 1 IIIIIII 1 1 IIIIIII I I I I
1 1 1 1 1 1
107 1073 1072 107t 10° 10t -0.5 0.0 0.5 1.0

interaction stoichiometry

correlation [R?]

[

o
=
o

intensity [a.u.]
|<3&20

fL
v
W o

significance

interactor class

N
S

CPE R FFF
& oéx\oY@ Q

N o™
N SN A

Vo
AN
'

QLR

S PV XSO AN ADNDD DD
OOV O L/ L L. AT R0 K L RIS RO O
CEECESLER T FE Ly
bait



Unique peptides Copy number [logg ]
bait NTO1 interactors 0 background - )
experiment 27 minutes recovery NaN %
I I I I I I I
0 20 40 10° 102 10* 10°
. 0.50
g 10° ¢
I > 10? -—
- < 3 0.25 -
' 2 10 g
(&) c K]
2 = 2
107 T ‘g 10° T / E 0.00 - .
L (&) r ©
- £ Ll g
. 3 -0.25 -
i i © 10 “ &
[ ] _3 _-_
o R ° 10 EIII! ] ] IIIIII! ] 1 IIIIII! ] 1 IIIIII! ] ] IIIIII! ] 1 IIIIII! —0.50 I I I
102 — 107 1073 1072 107! 10° 10t -0.50 -0.25 0.00 0.25 0.50
- t ) L interaction stoichiometry correlation [R”]
- N ° .-.: L ) N
L o, : . 10%°
. o . % ey o °e —
11— . . -‘. M o e - I® . o :.
10 C . '}'i . “.-.- S, 8
: . P N ::-’:5..‘ * « : ° I ‘? 10
B L et o . . @
- REEALTY SRS . e
- ..‘-. :'t::: .::.'o .-.: oo ° S ) . .E 106
. 0%!;.. ..? ° i, . LY . ° -
L LI - N
. ° :“.:’: ° ° S N : ‘e
. ": ° o % . ..
o oo ‘.’ o‘. e 2 : ‘.. :' ° . . 104
10_-_ : . rrrrrrrrrrrrrrorrrrrrorrrrrrrrrrrrrrrrorrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrorrrroerrr©rrrerren
E | | | | | | | | | AR I IR IR N O DN DS PN AN NADNDO DD
. . . . . | NSO AP ZON S SNSRI SIS SON SR AR P IR\ 3 U OB S QPN INE LU AIEIENP SPNP SRR\,
o 50 52 5 58 28 WP E CFEE F I FTELRLELEEER TR £ Lo
fold—enrichment bait
significance

interactor class



p—value

bait PHO23 interactors 10
experiment 27 minutes recovery 38 %
. UME1
10° — , .RRD3
u . . RXT3
C 1
L I
1
r 1
L |
1
1
104 — : . SIN3
E i
C 1
C I ASHL . DEP1
L : SDs3
1 o PHO23
r JRXT2
1
— 1
10° .
F l: Interactor
C \ class
\
- \ e A+
\
r S N e e e e oo _JSAP3Q ____ e B+
1072+
107 —
10°
C 1 1 | 1 | 1 1 1 | 1 1 1
1 1 1
20 25 210
fold—enrichment
ASH1 DEP1 PHO23
significance 5.2 8.5 8.0
interactor class B+ A+ A+

RPD3

10.0

A+

Unique peptides

Copy number [logqg ]

background —

interactors —

[EEN

o
—
1

0 -

[N
(@]

abundance stoichiometry
H
o

=

OI
N
|

-

o|
w
1

10‘4 10‘3 10 10 1o°
interaction stoichiometry

101

10° 10* 10°

40 -
]
e
& 307
9
©

SIN3
S RPD3
220+ RXT2
@ UME1
5 DEP1
2 RXTS
H1
10 - CTI6
‘e, SDs3
*  “.SAP30
0- . PHO23
I I I I I
-0.4 0.0 0.4 0.8 1.2

correlation [R*]

intensity [a.u.]

/ﬂ\u ‘ Akﬁ‘(“\ A ;/‘A,,

B 41\\

"7; ':‘, /A’o’“‘/'\‘/ A% <X R 1,, (R NP ‘ PO/ /0
WV y/v\', N vb\y"~ k552 ‘y"‘t’//\\&/)v.v Vv"'\‘ v\"‘\{}' '/
10*
AR I IR N A DN XD PN AL AAONADNDO DD
P KK & L P A S R R X R & P kO 0OV (OO (U (P AY A2 07 QY LYKV RS R QDR 00
WEPE TFE S I FTERLEEEEEFEF T TR Ly s
bait
RXT2 RXT3 SAP30 SDS3 SIN3 UME1
4.8 6.6 8.5 7.2 11.0 11.0

B+ B+ B+ B+ A+ A+

‘\" A\\ J

=

\ ]

=

P

—F

“\ {) M ““dl}é“"“\‘,s X /, N7 -/',%“ .




bait
experiment

27 minutes

interactors 3

10—5 -

10—4 -

10—3 -

p-value

10—2 -

1071 -

10° -

_|_||||

recovery 11 %
RPD3
1
1
1
1
1
1
1
1
1
1
I
1
|
- 1
1
\
RCO1
\
~ E2&r3

2—5

fold—enrichment

Interactor
class
o A+
EAF3
significance 6.6

interactor class A+

Unique peptides

background -

interactors -

Copy number [logg ]

0 20 40 10°

[N

o
N
1

[

(@)
—
1

10—1 -

[EEN

S
N
1

abundance stoichiometry
[N
OO
IIII T IIIIIIII T IIIIIIII T IIIIIIIi T IIIIIIII T IIIIIIII T IIIIIIII

[N

O|
w
1

%

gk

eucledian distance

1
1074

L1 IIIIII! L1 IIIIII! L IIIIII! L1 IIIIII! L1 IIIIII!
107 1072 107 10° 10"
interaction stoichiometry

10° 10*

10°

w B

o o
1 1
°

®e

e .

oo

Cl

.

N
o
1
So
o“
3
1

.

H

o

1

X
..Z'E"-s-..'
[ ] ~..
"ﬁvi
R O '*
€ 500 82 ° o,
iyt
','o L™ 01
3

intensity [a.u.]

AR I IR IR R I N N g - R e A R I A U

P K& L 2 AW SO R X KXo kO OV 07 L7 (U7 P AY A2 07 &V &7 KR

PP E T LS FLIEIXGTEREEELEER S &
bait

RCO1 RPD3

7.0 7.3

A+ A+

AN DD D
AR O QY OO
SR NN



p-value

Unique peptides Copy number [logyg ]

bait RSC2 interactors 25 background - -[D— --------------------- . )
experiment 27 minutes recovery 88 % interactors - —D:’— """
I I I I I I I
0 20 40 10° 10 10* 10°
10° — 3 50
- 10° =
E . o RSC2 =
L : . ToP2 > 10+ . 40
L 1 k) ;— o o
1 .
- - RSC8 % 1. e . S HHF1
! ) z 107 . 8 30- * " HTB2
1 RTT102 o 3 . I 7} HTA2 RSC8
1074 — ! LDB7 o - . - T : STH1
r 1 ° HTB2 ® 10° = . . % AB:E%_?;B?
C i STH1 = )
- ! . Q 3 5 20 - . AHARRgT 1
L | S T @ RTT102 RSC3
i - ARP7 L1007 ) HTzTOP2  RSC4
! < _ARPY c 3 3 . ARP7  cBSEI
L ! 3 F 10 - oo ¥
: RSC58 a RSE38 . .
, . SPT16 . ®© 10 = RSC6,
1073 — ! . POB3 NPL6 3 -
c |, HHTL . RSCO ol 0- . RSC2
I 1 ITteraCtor 10 -EI! L1 IIIIII! L1 IIIIII! L IIIIII! L1 IIIIII! L1 IIIIII! | | | |
C IRIM1 class _ _ _ _ -
L ! 107 1072 1072 107 10° 10t 0.5 0.0 . 0.52 1.0
I | RSC30 . RSC6 o |A* interaction stoichiometry correlation [R”]
L p . B
1
1 . RSC4 e B+
102 — 1
- \ . SFH1
C | RVB1
L 1 RsC3  HTL _
I \ S
\ S,
A >
107t — ~~YROZ _ o e =
C c
C L
r =
100_:_ rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrorrrrrrrrrrrrrrrrrrrrrrrrrrororrrorTrild
[ N RN (NN NN NN SN NN NN SN NN RN NN NN N N NN SR N R N R B VI AR A IR I IR IR N A DN XD PN AL AAONADNDO DD
- - - - P KK QO KV SR K F ok SO0 0,0, 0 O T 0T Y & ST RTA QLN O L.
20 28 o0 215 P PE TP F I EITFTELRLEEEEEER T § e o
fold—enrichment bait
ABF2 ARP7 ARP9 HHT1 HTB2 HTL1 LDB7 NPL6 POB3 RSC2 RSC3 RSC30 RSC4 RSC58 RSC6 RSC8 RSC9 RTT102 SFH1 SPT16 STH1 TOP2
significance 5.4 6.3 7.4 4.2 4.8 55 5.6 8.6 5.3 11.0 3.1 4.4 583 7.6 6.7 15.0 6.5 6.8 4.5 5.2 9.4 7.4

interactor class A+ A+ A+ A+ A+ A+ A+ A+ A+ A+ B+ A+ A+ A+ A+ A+ A+ A+ A+ A+ A+ A+



bait RSC4 interactors 26
experiment 27 minutes recovery 94 %
107 + . . RSCe
L 1
C |
r : . ARP7
1
r 1
107° = :
E 1, HTB2 . Rsc2
E I . Rsc1
[ 1
r~ 1
I RSC58
104 — ! TOP2 . ARPS,
n 1 HHTl‘ .HTLl
C - RFAL Interactor
1
L RSC4
1 class
i | . RSC30 °
1 o A
1
3 ABF2
10 7= : SPT16 ® A+
E PQB3
- 1 sace tePY | sFHL B
L 1 e B+
1
r 1
S 1 RSC3
10 “+ N
F RVBL o
10—
10°+—
1 | L]
1 1 1 1 1 1
2—5 20 25 210 215 220
fold—enrichment
ABF2 ARP7 ARP9 HHT1 HTB2 HTL1 LDB7 NPL6 POB3 RFA1 RSC1
significance 7.4 10.0 10.0 5.4 5.9 7.7 7.5 12.0 6.2 5.2 8.3
interactor class A+ A+ A+ A+ A+ A+ A+ A+ A+ A A+

RSC2

13.0

A+

background —

interactors —

[N
o

abundance stoichiometry
H
S o

=

OI
N
|

-

o|
w
1

intensity [a.u.]

RSC3

5.2

A+

0 -

Unique peptides

Copy number [logqg ]

o oo * 00— Q@ == mes s

1
107

107 1072 107 10°
interaction stoichiometry

10t

10° 10* 10°

40 -
]
8 HHF1 STH1
©307 . B316
N2 HTA2® RSC30
s . RSC2
c RSC6
B 50 - POB3
S . HHT1 NPL6
Q LDB7

104 .- TR sace

'R3Co;
0- . Rsc4

-0.5 0.0 0.5 1.0

correlation [R*]

AR I IR N A DN XD PN AL AAONADNDO DD

P KK & L P A S R R X R & P kO 0OV (OO (U (P AY A2 07 QY LYKV RS R QDR 00

WEPE TFE S I FTERLEEEEEFEF T TR Ly s
bait

RSC30 RSC4 RSC58 RSC6 RSC8 RSC9 RTT102 SAC6 SFH1 SPT16 STH1 TOP2

6.4 13.0 12.0 12.0 17.0 10.0 9.9 3.9 8.1 6.9 12.0 7.0

A+ A+ A+ A+ A+ A+ A+ B+ A+ A+ A+ A+



p-value

Unique peptides Copy number [logso ]

bait RSCS8 interactors 23 background 1 AL f—rrreeeerereenn ] , |y 1.
experiment 27 minutes recovery 82 % interactors - —| I |— T
i i i i i | f ! !
0 10 20 30 40 10° 10° 10* 10°
L 10° =
I RSC2 o RSCB 3 501 SPT16
' * RSC6 - ARP7
| | . - a2 RTT102
1 g 10 E TOP2
! STH1 o - w407 . YEF3 ARP9
al I . e - o . HHF1 RSC30
107 : . HTB2 S 10t = =] B-BTAZRSGBZ
E = = y . += PQ :
C : . RTT102 o E % 30 - LDB7
C | NPL6 S o oo . RSC3
- . ARP9 . » 10°-% ‘ = L HHTL HTL1
- : SPT16 3 3 : e S o RSsTcet1
I | . . RsC58 S 1ot e 2 . RIM1, ABF2_RSC9
; 2 = : = L YIAT.  SFiScss
i TY1B-ML1 S 3 . s
] C i RSCB,
10 3 —:— : . RSCSO % 10_2 - 10 NPT_.6
C ! HHTL ., RSCl 3
C ! Bl 0- . RsC8
r 1 ° Rscg InteraCtor 10 EIIII ] ] IIIIIII ] 1 IIIIIII L IIIIIII ] ] IIIIIII ] 1 IIIIIII | | | |
- ! class \ \ \ \ : ; -05 0.0 0.5 1.0
| 107 10°° 107 107" 10° 10 ' ' Y '
- ! ABF2 o A+ interaction stoichiometry correlation [R”]
! . . RsC3 B
-2 1
10 - \ e B+
. 1
C ! 2
I L SFHL - PQRARSC
- eI L ______
i E
T,
10— >
r @
C c
C g
I k=
100_:_ rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrobond
(N N AN (NN Y N (Y (N N NN (NN [N N NN (NN N SN (RN N NN SN (N NN NN S N N VI AR A IR I IR IR N A DN XD PN AL AAONADNDO DD
i i i i i AN AP LN ST NI IS SON SN AR AP @ e 1P O U S P PN AL RN AP NP SR VRN IR,
s 0 5 10 15 PP E CFEL P FELIITCTEREEECEELER N o SN
fold—enrichment bait

ABF2 ARP9 HHT1 HTB2 HTL1 NPL6 POB3 RSCl1 RSC2 RSC3 RSC30 RSC4 RSC58 RSC6 RSC8 RSC9 RTT102 SFH1 SPT16 STH1 TOP2 YTA7
significance 5.4 6.8 Bl 5.6 4.6 11.0 6.7 7.4 9.4 6.1 6.2 8.5 10.0 9.5 17.0 7.6 6.1 5.0 7.0 10.0 6.2 4.9

interactor class A+ A+ A+ A+ B+ A+ B+ A+ A+ A+ A+ A+ A+ A+ A+ A+ A+ B+ A+ A+ B+ B+



bait SET1 interactors
experiment 27 minutes recovery 86 %
L . . SbcC1
|
A 1
107+ : . SPP1
r 1
C 1
- : . SHG1
L . . RPP1A
1
. 1
| .BDF2
=3 |
10 "¢ i . BRE2 o SET
. 1
r 1
_ |
L \ . SwD3
[«}) 1
> L 1
© 1
> 1BLM10
Q02— ' . SwbD1
- 1
: \
f— \
- ' TOP2
SATRAS . - o o e .
10—
10°—
| I I I | I I | I I I I | I I
20 25 210
fold—enrichment
BDF2
significance 4.6
interactor class A

Interactor
class
o A
o A+
B
BRE2 RPP1A
7.5 5.1
A+ A

SDC1

8.9

A+

Unique peptides

Copy number [logqg ]

background— -ﬂ]— ..................
o — Y T — — e e o
interactors - -[I]—
I I I I I I '0 '2 '4 '6
0 10 20 30 40 50 10 10 10 10
10° =
C 40 -
> 10 =
15 =
O 10l —— i
= 107¢ . g30
O 2 . @
3 N | 2
n 10" = * c
g = | 5207
c D BRE2
- Wibs
3 . 10 - SWD1L
_ DC1
® 107 ... _SHG1
3 ** SPP1
r SET1
-3 0 - .
10 =II! ] IIIIIII! ] IIIIIII! ] IIIIIII! ] IIIIIII! ] IIIIIII! | | | |
10—4 10—3 10—2 10—1 100 101 -0.5 0.0 . 0.52 1.0
interaction stoichiometry correlation [R”]
1010
> : |
S 10° AN
[ / Il | A
g RN NGRS VAN N e e eyl W NOA
10*
A AR I IR N A DN XD PN xRN A NN ADNDO DD
NSO AP AP NP NSRS SON SIS SRAR AP IR AP QB P S PN PR ARG SPNPN SN GROR )
WP E CF @ FEPETTEREEECESER FF e E R L
bait
SET1 SHG1 SPP1 SWD1 SWD3
10.0 6.8 7.4 8.3 6.5
A+ A+ A+ A+ A+



bait SET3 interactors 4
experiment 27 minutes recovery 18 %
107 —
- . . HOS4
. |
1
r 1
L |
: . SNT1
1
10°— |
N 1
r 1
C \
L . KIF2
L N e e C e o SET3
E L
@©
T
Q102—
10—
10° —
C 1 1 1 | 1 1 | 1 1 1 1 |
} } }
20 25 210

fold—enrichment

Interactor
class

e A+

significance

interactor class

HOS4

6.6

A+

Unique peptides Copy number [logyg ]

background — -[D—

o{e@e -
interactors — -[D—
I I I I I I '0 '2 '4 '6
0 10 20 30 40 50 10 10 10 10
10° =
> 102 — 40 7
® =
O 1al
= 10 E _.CE 30 -
&) E N
g N: 2
n 10" = P * c
3 G
3 ; : 5 20 -
P g
gl0 = S
[ £ @
2 - 10 7 SNT1
©10° = HOS4
= ... SIF2
C SET3
3 0- )
10 H II! | -] IIIII! | -] IIIII! L IIIII! | - | IIIII! | -] IIIII! | | | |
107 1072 1072 107! 10° 10t -0.5 0.0 . 0.25 1.0
interaction stoichiometry correlation [R”]
1010
= A\
S, 108 \\
2
)
E e\ ’ LS

SET3

9.4

A+

SIF2

&.d

A+

SNT1

7.4

A+

DN DS NA DD D DS
SO '\62\0. \Qﬁé}, R .QQ Q« ‘\‘2‘6&0@}*\60'60

) SN\



Unique peptides Copy number [logig ]
bait SHG1 interactors 1 background - '[D— """"""""" : )
experiment 27 minutes recovery 0% interactors - |
I I I I I I I I I I
0 10 20 30 40 50 10° 102 10* 10°
. 10° = .
L - C 4 = °
I _ RPPIA > 107 0 :
E ;_ (1] :
107254 E - § s
O —— oo % °
= 10" © 30 - o Lo “sece
™ N .(cé) :_ .Z ':. 1 ° . ...o..u. .
o r © . o °~. 0o ® )
m 100 4 . . .o .‘:;. .g. i!:. ’-
(O] :_ -g °® eq00 - i-.o.. .'v' .
o - © 20 - O 3: AP TS
° S -1 L Q .' rl:.r:'.. ..o
10_2 T ° . % 10 _i g ° .......:.‘ ..‘:é‘.?:‘ ] -
- . c C [ . o“'.. ,.-o@.'b.(. H
. ) 3 r . o..*‘.; ‘l :0 :
L X o] -2 - 10_ . Jo... & 3.... >
i ) 107 WXL SwD1
n - SDC1
N - -3 _-_ . .o SPPl
i 'Y 10 EIII! ] ] IIIIII! ] 1 IIIIII! ] 1 IIIIII! ] ] IIIIII! ] 1 IIIIII! I I I I
® 10715 - . . Interactor 107 1072 102 107 10° 10t -0.5 0.0 _ %.5 1.0
[ . ) class interaction stoichiometry correlation [R" ]
L - ° | L R o A
10_1 T . :..'. N .. N 1010
: ° o. .:.::O ) o:. °
L ) . ) o.. o:: . ) N . ';‘
— - ‘... ) ! . - . (U.
B . = 10°
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