Wt DD43 TTTCTAGAATACCCTCCGTACGTACAAGTACAAGGGACTTGTGAGTTGTA

Dl2-1c TTTCTAGAATACCCTCCGTA-GTACAAGTACAAGGGACTTGTGAGTTGTA
D5-6¢ TTTCTAGAATACCCTCCGTAC-TACAAGTACAAGGGACTTGTGAGTTGTA
D5-3a TTTCTAGAATACCCTCCGTAC--ACAAGTACAAGGGACTTGTGAGTTGTA
D12-4c TTTCTAGAATACCCTCCGTACG--CAAGTACAAGGGACTTGTGAGTTGTA
D1-20b TTTCTAGAATACCCTCCGTAC---CAAGTACAAGGGACTTGTGAGTTGTA
E5-1la TTTCTAGAATACCCTCCGTA---ACAAGTACAAGGGACTTGTGAGTTGTA
D5-1la TTTCTAGAATACCCTCCGTAC----AAGTACAAGGGACTTGTGAGTTGTA
E12-4b TTTCTAGAATACCCTCCGTA----- AAGTACAAGGGACTTGTGAGTTGTA
D5-11b TTTCTAGAATACCCTCCGTAC----- AGTACAAGGGACTTGTGAGTTGTA
D5-4a TTTCTAGAATACCCTCCGTA-----— AGTACAAGGGGCTTGTGAGTTGTA
D12-2a TTTCTAGAATACCCTCCGTA-----—-- TACAAGGGACTTGTGAGTTGTA
D5-14a TTTCTAGAATACCCTCCGTAC--—---—-- ACAAGGGACTTGTGAGTTGTA
Dl-17a TTTCTAGAATACCCTCCGTA-----—-—--— CAAGGGACTTGTGAGTTGTA
D5-16¢ TTTCTAGAATACCCTCCGTA--—————-—-——— AAGGGACTTGTGAGTTGTA
E8-1la TTTCTAGAATACCCTCCGTA--—-—————-—-——— AGGGACTTGTGAGTTGTA
D5-5c TTTCTAGAATACCCTCCGTA---—-—-——-—-——-—— GGGACTTGTGAGTTGTA
E5-1b TTTCT-———————=——=————— TACAAGTACAAGGGACTTGTGAGTTGTA
E6-Tc TTTCTAGAATAACCT "TTAATTTA-———-—-————— GGACTTGTGAGTTGTA
D1-10c TTTCTAGAATACCCTCCGTAC"38--TACAAGTACAAGGGACTTGTGAGTTGTA
El-9a TTTCTAGAATACCCTCCGTAC 110--—-—=—-—-— AAGGGACTTGTGAGTTGTA
E5-4b TTTCTAGAATACCCTCCGTAC"125GTACAAGTACAAGGGACTTGTGAGTTGTA
D5-16a TTTCTAGAATACCCTCCGTAC N130----—--— TACAAGGGACTTGTGAGTTGTA
E9-1c TTTCTAGAATACCCTCCGTAC"154GTACAAGTACAAGGGACTTGTGAGTTGTA
D1-10a TTTCTAGAATACCCTCCGTAC"167GTACAAGTACAAGGGACTTGTGAGTTGTA
D5-3b TTTCTAGAATACCCTCCGTAC"171GTACAAGTACAAGGGACTTGTGAGTTGTA
E9-1la TTTCTAGAATACCCTC 1 77--—=-=- TACAAGTACAAGGGACTTGTGAGTTGTA
E1-9b TTTCTAGAATACCCTCCGTAC"190GTACAAGTACAAGGGACTTGTGAGTTGTA
Dl-11la TTTCTAGAATACCCTCCGTAC"220GTACAAGTACAAGGGACTTGTGAGTTGTA

Supplemental Figure 1. Target site alterations of selected DD43 NHEJ events. The top row
is 50 bp wild type sequence (complementary strand) surrounding the DD43 target site
(underlined) with the PAM sequence in bold cases. Other rows are corresponding unique
sequences of selected DD43 NHEJ events. “-” indicates a deleted nucleotide. “*” indicates
an insertion. The sequence or number following “*” indicates the insert sequence or size.
Blast searches reveal that the inserts are of soybean genome sequence origin.



