TABLE S1 DNA oligos used in this study

Custom Oligos [Coccidioides gene targets]
Oligo Sequence (5’->3’)
5-ACCAACTGTCTTGCTCCTTTG-3
5-AGTCTTCTGAGTGGCGGTATAG-3’
IDT PrimeTime qPCR Primers (Integrated DNA Technologies, Coralville, I1A)

Oligo Name

gapdh forward primer
gapdh reverse primer

[Mouse gene targets]
Gene Symbol
gapdh

ifny

ifnyr1

il-1a

il-1B

il-1r1

il-2

il-4

il-10

il-13

il-17a

il-17ra

tnfa

Assay ID
Mm.PT.39a.1
Mm.PT.58.30096391
Mm.PT.58.41904276
Mm.PT.58.8990846
Mm.PT.58.44004828
Mm.PT.58.28723859
Mm.PT.58.11478202
Mm.PT.58.42411598.g
Mm.PT.58.13531087
Mm.PT.58.11338747
Mm.PT.58.6531092
Mm.PT.58.16204293
Mm.PT.58.12575861

Exon Location




TABLE S2 Cytokine Mouse Magnetic 20-Plex Panel (Thermo Fisher Scientific,
San Jose, CA)

FGF-Basic GM-CSF IFNy IL1a IL1B
IL2 L4 IL5 IL6 IL10
IL12 (p40H70) IL13 IL17 IP10 KC

MCP1 MIG MIP1a TNFa VEGF




p=1.22e-42

response to wounding (GO:0009611) 83/ 1255 proteins

p=1.82e-32

inflammatory response (GO:0006954) 4 53 /599 proteins

p = 1.06e-30

regulation of response to wounding (GO:1903034) 43/379 proteins

p =6.03e-29

platelet degranulation (GO:0002576) 25/ 85 proteins

p=823e-29

defense response (GO:0006952) 7411515 proteins
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FIG S1 ToppGene enrichment analysis of mouse proteins identified in
BALFs collected from the 2006 infection group on day five of the experiment.
Enriched terms from the biological process ontology were ranked by p-value and
only the five most significant terms were retained for interpretation of the host

response to Coccidioides infection in BALFs.



p=2.65e-44

response to wounding (GO:0009611) 93/ 1255 proteins

p =4.95e-40

defense response (GO:0006952) 96/ 1515 proteins

) . i p=5.92e-38
inflammatory response (GO:0006954) 637599 proteins
. . i p =5.08e-33
acute inflammatory response (G0:0002526) 34 /140 proteins
p=2.03e-32

negative regulation of catalytic activity (GO:0043086) 4 641771 proteins
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FIG S2 ToppGene enrichment analysis of mouse proteins identified in
BALFs collected from the RS infection group on day five of the experiment.
Enriched terms from the biological process ontology were ranked by p-value and
only the five most significant terms were retained for interpretation of the host

response to Coccidioides infection in BALFs.



p=7.27e-42

response to wounding (GO:0009611) 90/ 1255 proteins

defense response (GO:0006952) 95‘), ?;{:3;;?;,,5
) =5.94e-35
proteolysis (GO:0006508) - ssp/ 1387 proteins
p =4.52e-34

inflammatory response (GO:0006954) 59 /599 proteins

p=1.02e-31

acute inflammatory response (GO:0002526) - 33 /140 proteins
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FIG S3 ToppGene enrichment analysis of mouse proteins identified in
BALFs collected from the Silveira infection group on day five of the experiment.
Enriched terms from the biological process ontology were ranked by p-value and
only the five most significant terms were retained for interpretation of the host

response to Coccidioides infection in BALFs.



p=3e-10

proteolysis (GO:0006508) 2711387 proteins

p =3.14e-09

homeostatic process (GO:0042592) 26/ 1433 proteins

p =5.25e-09

negative regulation of catalytic activity (GO:0043086) 191771 proteins

p =6.95e-09

regulation of peptidase activity (GO:0052547) - 141391 proteins

p=1e-08

defense response (GO:0006952) 26/ 1515 proteins
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FIG S4 ToppGene enrichment analysis of mouse proteins identified in
BALFs collected from the uninfected control group on day five of the experiment.
Enriched terms from the biological process ontology were ranked by p-value and
only the five most significant terms were retained for interpretation of the host

response to Coccidioides infection in BALFs.



