A Branch 19: Primate

/ Branch 18: Euarchozotozilres .
Glises
/ Branch 17: Borscouthasia
1 i~
/ Branch 16: Eutheraa

Afotheeia

/ Branch 135: N i s 1

/ Branch 14: Ammiota @ N iq

/ Brasck 13: Tetrapoda Averihibi

/ Branch 12: Zutalscssomi A ygii
/ Branch 11: Cranint2 Crel
/ Branch 10: Chordatz .

/ Branch 9: Olfscacras Copaloch

/ Branch §: D - Echinod
/ Branch 7: Bilster:a P i

/ Branch 6: Eumatazoa Cnidaria

/ Branch 5: Mstazoa Pori
arigeca
/ Branch 4: Holozoa
/ Branch 3: Opistackonta s
Fungi
/ Branch 2: Fukaryotes Orhar sukarvosss
/ Branch 1: Collular organisms Archer, B ‘

Average connectivity i PPI Network
b

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19

Old = » Young

Phylogenetic Branches

Figure S3 PPI network topological patterns of human genes in relation to their phylogenetic groups.
(A) Phylogenetic tree of life towards human from another dataset. (B) Distribution of PPI network
connectivity (numbers of interactions) for genes from different phylogenetic branches.



