Table S8 Observed and expected total recombination rate in the haplotype blocks of euchromatic and

heterochromatic regions based on the genetic linkage map length of the Williams 82 xP1479752 RIL

population

Total genetic

Euchromatic Regions

Heterochromatic Regions

Recombination

distance in rate in Expected Observed vs. | Recombination Observed vs.
haplotype haplotype recombination | expected total rate in the Expected expected total
blocks blocks rate recombination haplotype recombination | recombination
Population (cM) (cM/Mb) (cM/Mb) rate (%) blocks (cM/Mb) | rate (cM/Mb) rate (%)
Wild 34.6 0.60 4.86 12.3 0.05 0.37 124
Landrace 377.9 1.81 4.86 37.3 0.13 0.37 34.1
N. Am.
cultivar 653.3 1.90 4.86 39.1 0.15 0.37 41.3
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