
Additional file 6: Gene transcript features to different mRNA decay 

patterns. Analyzed GC content and MFEI value of mRNA, 5′ UTR and 

3′ UTR for type-I, -II , -IV , randomly selected genes and all genes in 

foxtail millet. “R” represented randomly selected genes, “A” represented 

all genes, “***” indicate statistically significant differences at P value< 

0.001 (Student’s wilcox-test).
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