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Figure S5. Error characteristics of 6 plasmid mix samples. (A) Error base rate
after sequence filtering by different minimal quality value. For example, Q20 means
filter the sequence with at least one base quality less than Q20. (B) Removed data rate
after sequence filtering by different minimal quality. (C) Mismatch number
distribution, raw sequences (QO, no filtration) and sequences after filtering by
minimal quality 20(Q20). (D) Error base distribution with base quality. Only unique

sequences are considered.
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