Jak-STAT Signaling Pathway; cfa04630

Mammary Gland (MG)

Mock

D3/4

D6/7

IL21
IL10RA
LEPR
IL2
AKT2
JAK3

IL13

LIF

PRL
CTF1
EPOR
IL22RA1
CSF2RB
IRF9
L4
CCND2
PIK3CG
PTPNG
CNTFR
IL28RA
GHR
SPRY2
SOCSs5
PIAS4
BCL2L1
STAM
GH1
CCND3
GRB2
CREBBP
PIK3CA
PIK3R1
STAT3

Fold Change (log,)

-4 4

Jak/STAT Signaling

Mammary Gland (MG) D6/7

Interleukins
Growth factors GAST
Interferons
/\ l
\
Extracellul W ‘
xtracellular space tokine Cytokin CCK2R
v — ,
Cytoplasm Rag4————{§0S—GRB2{SHC [ 4 _SHR{ I
Y . A Gag
SHPg——= R y
& }[ {cis |
v - Y5 N\ v
e AT §0CS A 74
SR Pig / > = Jake
R W & & _p STAB
LY > —<) STATS
&
I ) ' L
¥ STATR
ERK ——
'?2 b 4 \gtars/
1 | |
Nucleus | \
£ PIPIB o5 1
TR : / - T )
; & - §TATy.
1 ‘ ) i)
h 4 - eSO/ : N2
-CEBPR

NFxB

o ‘ CEBPB_
[N 7 <N\ /

17/<&7 -K A7/
7 wj/GAS
/ \
vy X

&FOs u.a‘ §ocs soLxL

Cell proliferation



TGF-B Signaling Pathway; cfa04350

Mammary Gland (MG)
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TGF-B Signhaling
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Wnt Signaling Pathway; cfa04310
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Wnt/B-Catenin Signaling
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p53 Signaling Pathway; cfa04115
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Neurotrophin Signaling Pathway; cfa04722
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PPAR Signaling Pathway; cfa03320
Mammary Gland (MG)
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Toll-Like Receptor Signaling Pathway; cfa04620
Mammary Gland (MG)
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Toll-Like Receptor Signaling
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Pathways in Cancer; cfa05200
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Cell Cycle; cfa04110
Mammary Gland (MG)
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Focal Adhesion; cfa04510 Epithelial Adherens Junction Signaling
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Network Shapes
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*For dataset files that contain only identifiers (i.e. no expression values), the color gray
identifies the Focus Genes from that dataset.

Red User input molecule that is upregulated (ie. has a positive (+) expression value)
and whose expression value meets the user defined cutoff.

Green  User input molecule that is downregulated (ie. has a negative (-) expression value)
and whose expression value meets the user defined cutoff.

Gray User input molecule. Neither up nor down-regulated or does not meet the user-
defined cutoff.

[l Molecule that is not user specified, but incorporated into the network through

relationships with other molecules.

[Blue]  For canonical pathways, molecules that are members of the network being
examined are outlined in blue.




