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EXOC ++ + +++ + + ++ +++ + - - - this study
PAK2 ++ ++ +++ +/- +/- +++ +++ - + - - 9,10, 11,13
Ruffle inhibition ++ - ++ ++ ++ ++ ++ - - - - 9,12
pCofilin induction ++ - ++ ++ ++ ++ ++ nd nd - - 9,12
Actin Ring inhibition | ++ - ++ ++ ++ +++ ++ - + - - 2,11
pTyrosin inhibition | ++ - ++ ++ ++ ++ ++ nd nd - - 2,11
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