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Figure S1. Rates of O2 consumption (VO2) and CO2 production (VCO2) in older GPR3 wild type 

and knockout mice. 

The oxygen consumption (VO2) and carbon dioxide production (CO2) were monitored by indirect 

calorimetry older (12-month-old) male wild type (WT) and GPR3 knockout (KO) mice and 

presented as average of a 24-hour recording period. Values are mean±s.e.m of n=6-8 samples. 

  



 

Figure S2. Triglyceride content in feces of adult GPR3 mice.  

Values are mean±s.e.m of n=6-9 samples. 

  



 



 

Figure S3. Basal iBAT norepinephrine level in brown adipose tissue and serum markers of thyroid 

function in 5 and 12-month old GPR3 mice at room temperature.  

Norepinephrine (NE) level in interscapular brown adipose tissue (iBAT), serum concentration of 

total thyroxine (T4), total triiodothyronine (T3) and thyroid stimulating hormone (TSH) were 

measured in ambient conditions in 5 and12-month-old male wild type (WT) and GPR3 knockout 

(KO) mice as described in Material and Methods. Values are mean±s.e.m of n= 3-8 samples (adult) 

and n=20-21 samples. *P<0.05, ***P<0.001, compared to age-matched WT littermates. 

  



 

Figure S4. iBAT norepinephrine level and serum markers of thyroid function in 5-month old 

GPR3 mice during cold challenge. 

Interscapular brown adipose tissue (iBAT) and serum samples were obtained from 5-month old 

male wild type (WT) and GPR3 knockout (KO) mice at the end of the 4-hour cold challenge. 

Tissue norepinephrine (NE) level and serum concentration of total thyroxine (T4), total 

triiodothyronine (T3) and thyroid stimulating hormone (TSH) were measured as described in 

Material and Methods. Values are mean±s.e.m of n= 3-5 samples. 

  



 

Figure S5. Relative abundance of Gpr6 and Gpr12 transcripts in iBAT of 5-month old GPR3 mice 

at room temperature and during cold challenge 

Interscapular brown adipose tissue (iBAT) samples were harvested from 5-month old male wild 

type (WT) and GPR3 knockout (KO) mice at room temperature (rt) and at the 4th-hour of cold 

challenge (cold). Genes were corrected via reference Rpl19 mRNA. Values are mean±s.e.m of 

n=3-8 samples. 

  



 

Figure S6. Fold of change in gene expression in iBAT of 5-month old GPR3 mice during cold 

challenge.  

Interscapular brown adipose tissue (iBAT) samples obtained from 5-month old male wild type 

(WT) and GPR3 knockout (KO) mice at the end of the 4-hour cold challenge. Abundance of target 

genes was corrected via reference Rpl19 mRNA. Note, that relative expression of Ucp1, Ppargc1a 

and Dio2 genes differ between GPR3 WT and KO mice at room temperature (see, Figure 5). For 

the clarity of this figure, the baseline abundance of gene transcript in WT mice at room temperature 

(RT) was taken as unity (dashed line). Values are mean±s.e.m of n=3-5 samples. **P<0.01, 

compared to the age-matched WT littermates. 

 
 


