
 

 

Organisation Mx Mf Cc Sa Ad1 AdC AK AF Sc Ho 
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Additional Table 1: Intricate multi-gene TCS foci. Each row shows all myxobacterial orthologues of intricate multi-gene foci, including non-intricate 

orthologues, arranged by organism. Foci in particular genomes are denoted by the number from the locus tag of the first protein within the focus. ‘//’ refers 

to an unspecified number (2 or more) of non-TCS genes. 

 

 


