Supplementary Table 8

Association results between markers at the LOXLI locus on Chromosome 15 at susceptibility to XFS. Shown here are all SNP markers surpassing 1 x 10”7 on
primary association testing. Additional analyses conditioning for key LOXL1 SNPs (rs4886776 and rs3825942) are also appended.

MAF MAF
SNP BP Al cases  controls A2 OR® P OR® P OR‘ P OR* [

rs4886776 74224996 G 0.1015 0.5008 A 0.12 7.37E-137 - - 0.13 2.13E-102 - -
rs2304721 74240354 A 0.0465 0.2329 C 0.16 9.79E-67 0.93 0.61 0.14 4.00E-71 0.77 0.12
rs4461027 74211548 G 0.1115 0.3123 A 0.26 2.65E-62 0.94 0.57 0.25 9.18E-63 0.86 0.21
rs12438872 74177764 G 0.1462 0.3492 A 0.31 3.59E-58 0.85 0.087 0.34 7.53E-46 0.83 0.053
rs4886725 74171006 G 0.1459 0.3338 A 0.33 2.83E-52 0.87 0.12 0.35 6.07E-45 0.84 0.058
rs4886693 74141238 G 0.1349 0.316 A 0.34 1.12E-49 0.83 0.048 0.35 3.27E-42 0.81 0.024
rs8042039 74225518 A 0.02596 0.1532 G 0.14 5.28E-48 0.82 0.22 - - - -
rs1078967 74222987 A 0.02561 0.1529 G 0.14 6.52E-48 0.81 0.19 0.78 0.75 1.19 0.84
rs4445847 74172013 A 0.1267 0.2971 G 0.33 1.20E-47 0.85 0.088 0.31 1.42E-48 0.80 0.023
rs3825942 74219582 A 0.02594 0.1521 G 0.14 1.32E-47 0.82 0.21 - - - -
rs8041685 74225193 A 0.0192 0.1066 G 0.14 7.30E-35 0.85 0.37 1.08 0.79 1.15 0.64

rs999742 74115517 G 0.285 0.4537 A 0.48 3.45E-33 0.98 0.77 0.49 2.18E-29 0.96 0.59
rs12101466 74248388 G 0.1924 0.3527 A 0.45 5.33E-33 1.07 0.44 0.58 5.57E-15 1.09 0.35
rs7179978 74200358 A 0.09048 0.2113 G 0.36 1.09E-32 0.77 0.011 0.35 7.75E-32 0.74 0.0042
rs4886647 74110101 G 0.2844 0.4516 A 0.49 1.17E-32 0.97 0.67 0.49 3.78E-29 0.95 0.49
rs1452389 74138822 A 0.127 0.2614 G 0.41 6.47E-32 0.86 0.11 0.45 4.03E-24 0.86 0.092
rs8029844 74193472 A 0.09299 0.2117 G 0.37 2.48E-31 0.79 0.025 0.36 8.67E-31 0.76 0.010
rs8030745 74133091 G 0.1224 0.2538 A 0.42 9.72E-31 0.84 0.064 0.45 1.46E-23 0.83 0.051
rs4886425 74124543 A 0.124 0.2559 G 0.42 1.11E-30 0.83 0.050 0.45 1.06E-23 0.83 0.040
rs2165241 74222202 A 0.02832 0.1128 G 0.21 1.45E-30 1.30 0.10 0.19 1.43E-32 1.23 0.22

rs750460 74241506 A 0.02898 0.1124 G 0.22 2.23E-30 1.32 0.082 0.20 6.33E-32 1.26 0.18
rs16958445 74176557 A 0.0566 0.1574 G 0.31 2.30E-30 0.83 0.13 0.27 5.25E-34 0.78 0.048

rs2507 74275676 G 0.1863 0.3333 A 0.47 2.67E-29 1.09 0.33 0.61 6.05E-12 1.11 0.24

rs11636934 74275170 G 0.1867 0.3325 A 0.47 5.11E-29 1.09 0.32 0.61 7.70E-12 1.11 0.24
rs1452388 74139078 G 0.1046 0.2241 A 0.40 6.50E-29 0.84 0.076 0.39 3.83E-29 0.81 0.036
rs10519015 74125955 A 0.1012 0.2201 G 0.40 1.14E-28 0.81 0.038 0.38 5.97E-29 0.78 0.017

rs746655 74107677 A 0.1032 0.2222 G 0.40 1.64E-28 0.80 0.028 0.39 6.82E-29 0.78 0.012
rs4886782 74228810 A 0.02561 0.1023 G 0.22 1.15E-27 1.28 0.14 0.20 1.14E-28 1.21 0.27
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a: Unconditioned OR and P

b: Conditioned for rs4886776

c: Conditioned for rs3825942

d: Conditioned for both rs4886776 and rs3825942

Al: Minor allele; A2: Major allele.






